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PDF generation is not flawless so some rendering issues may be present.
Welcome to the KDXplore application user guides. Navigate this help using the left hand menu.

The KDXplore application operates ‘standalone’, away from the office, Intranet or Internet as depicted in the following
illustration. Generally network access is only required when trial/nursery data needs to be uploaded or downloaded
from KDDart storage using a network, however this is completely dependant upon your situation and configuration
requirements.
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Fig. 1: KDDart Application Network Dependency

As an application it forms an integral part of a bigger Integrated KDDart Platform. See the following illustration
(Select image to enlarge):
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Fig. 2: KDDart System Design Principles - Integrated Platform

The following suggested topics provide a brief overview of KDXplore and the KDDart environment:
* A brief overview of KDXplore Application
¢ Introduction to the KDDart Environment .
For more information on the KDDart Platform, other applications and DArT please explore the following websites:
* www.kddart.org
e www.diversityarrays.com

This documentation is a growing resource which will be expanded as software developments occur and further content
is added.
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CHAPTER
ONE

KDXPLORE DOCUMENTATION

Topics covered in this section:

* KDXplore Documentation
— KDXplore Version and Modules
— KDXplore Alpha/Beta Versions

— Updating KDXplore

1.1 KDXplore Version and Modules

KDXplore employs a modular architecture which facilitates modular or plugin additions to extend it’s functionality.
The Trial Manager may be thought of as providing the base level tools to manage Trial, Trait and Tag data. Using
modules or plugins allows easier configuration and customisation of different tools to suit a variety of user require-

ments.

Depending on the configuration of KDXplore modules that are currently added to KDXplore appear as buttons in the
middle of the main window, as highlighted in the following image.

Select a module to navigate to it. Navigating to another module will not impact anything in the current module.
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%4 KDXplore v1.1.10c (KDX-Beta) — O X

File Tools Windows Help
KDXplore

v‘, ——— Welcome to KDXplore.

For more information about how to use KDXplore try one of the following locations:

& the Help menu
& KDXplore Online Help at http://wowwi.kddart.org/help/kdxplore/

Diversd y

p = KDDat
Q e W= VYe | o<
20 | 2E &=t s o o=
Mursery Design Trial Design Trial Manager Inventory GenExplore
F %
Messages Clear Follow
Showing KdxApp Mursery Design ~

Showing KdxApp Trial Design

Showing KdxApp Trial Manager

Showing KdxApp Inventory

Showing KdxApp GenExplore

Loading Offline Data: kdxplore/

Info OfflineDataloader: Loading Offline Data: kdxplore/ for kdxplore/

Info OfflineDatalLoader_Refdata: Loading Offline Data: kdxplore/{ReferenceData and Trials)

L

DHversity o=

Mem: 225.2Mb used of 1796.0Mb = 12.54% current=352.0Mb “{;{g‘aol,g_{

The following table lists the modules available for KDXplore and their release status.

1.1. KDXplore Version and Modules 3



KDXplore Documentation, Release Beta 1.1.x

Table 1.1: KDXplore Module Availability - March 2018

Module Button Ver- Description
sion
=
o=
Trial Manager Eallkianaosy Pro- Phenotypic data management (offline/online), curation, QA/QC,
duc- data exploration/visualisation, Trait management.
tion
[ b
. o= g5 . . .
Seed Preparation | maivenser Beta Trial planting and Harvest management, record keeping, inventory
and Harvest management.
i<
T
GenXplore SIETIE Beta Genotype/specimen search and inspection, parentage exploration
and visualisation (tree), cross designer.
Ve
i o
Inventory Inventory Alpha | In depth Inventory, Genotype and Specimen relationship
exploration.
f.d
Trial Design Lrisiocsion Beta Design of Trials, automated or manual.
?
Ve
Nursery Design TECH 72 Alpha | Design of Nurseries, automated or manual.

The base version KDXplore, version 1.1.10 illustrated, contains the Trial Manager module, listed on left with mod-
ules, which is explained in the following sections.

When KDXplore is started the welcome screen will display as in the following illustration:

1.1. KDXplore Version and Modules
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%4 KDXplore v1.1.10c (KDX-Beta) — O X
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& KDXplore Online Help at http://wowwi.kddart.org/help/kdxplore/
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Technolegy

1.2 KDXplore Alpha/Beta Versions

Alpha and Beta distributions of KDXplore have an expiry date. Thus when a new version of a Alpha/Beta distribution
of KDXplore is released it should be downloaded to continue use.

Note: KDXplore cannot be opened following the expiry date and will present the following dialog. The database will
persist untouched even if the version of KDXplore expires.

r

@ KDXplore

This copy of KDXplore (version 1.0.35) has expired.
Please contact Diversity Arrays Technology for a replacement

OK

1.2. KDXplore Alpha/Beta Versions 5
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1.3 Updating KDXplore

When a new version of KDXplore has been released an update dialog will be displayed on startup of KDXplore. In
this dialog, the update version, update link, Help link and update information is displayed.

Note: Updating KDXplore will not effect the KDXplore database’s on the machine in any way; all data on the machine
will persist through to the next version.

@] @] Update Check
A new update for KDXplore is available

Current Version: 1.0.37
Update Version: 2.0.38
Update Size: 25MB
Update Details:

This version is a production release.

Close | Show details | | Install Update | | Backup Database ...

KDXplore can also check for updates at any time manually by clicking the main “File” menu and selecting the “Check
for Updates” option.

) oot windows

=8 Cannscl..

nﬁﬂm..

|
| Gheck tor Updates |
[

1.3. Updating KDXplore 6



CHAPTER
TWO

TRIAL MANAGEMENT

Topics covered in this section:

* Trial Management

— Trial Manager Main Window

— Manage Trials
x Import Trials from File
x Import Trials from KDDart
x Export Trials

— Manage Traits
* Adding Traits

- Creating Calc Traits

* Editing Traits

x Import Traits

*

Trait Bundles

*

Adding Trait Bundles

*

Editing Trait Bundles

* Removing Trait Bundles
— Manage Tags

* Adding Tags

*

Editing Tags
Tag Bundles
Adding Tag Bundles

*

*

*

Editing Tag Bundles
* Removing Tags and Tag Bundles
— KDXplore - KDSmart Data Exchange

% Introduction

- What is KDSmart and KDXplore?
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- Why Use KDXplore?

- Data Exchange - Google Drive Method

- Data Exchange - KDXchange Method

- Setup - Connecting KDXplore to KDSmart Devices

- Transfer - Moving data (Trials, Traits and Tags) between KDSmart and KDXplore
— KDSmart/KDXplore - CSV Import File Formats
— Curation

x Plot Info & Traits

*

Sample Table

- Plot Inspection

*

Curating Measurements
- Single-Selection Curation
- Multi-Selection Curation
- Trial-Wide Curation

* Accepting/ Supressing Measurements

*

Saving Measurements

*

Curation Export
* Show Outliers
— Visualisation Tools
+* Heat Map

Scatter Plot

*

Box Plot

*

Field View

*

2.1 Trial Manager Main Window

The initial Trial Manager window shows the Trials stored in the local KDXplore database along with Traits and
Tags for the selected Trial.

The next three annotated examples show the Trial Manager with the Trials tab, Traits and Tags tabs selected highlight-
ing the main window areas.

The main sections of the Trial Manager window highlighted above are:

. 0 Trials tab which has been selected.

. 9 Trials panel which lists the Trials available within KDXplore’s database that can be selected.
. 0 Trial Details panel which displays Trial details for the Trial selected.

. o Uses Traits panel which lists the Traits associated with the selected Trial.

2.1. Trial Manager Main Window 8
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%y Trial Manager — O X
T indows Help
im © & kdxplore/ v‘-‘
at Traits 9 Tags
I_I! Group by: P® Trial Planting year v '@" ; - . f —
Trial Mame Acronym Flanting Date “ '1' ” L ” = ” a |@‘
= A" Jrials Attribute Value
ma h §
B wheat-with-data 2015/01/21 ;:1:::: }ma‘ze'“"t“ data ~
2015 Planting Date 2015/01/21
Name for Plot Plot
Hame for Column Column
Hame for Row Row
Trial Layout Origin: (Lower-Left)
[Organism GENERIC
Trait Name Style Trait:123
Trial Id 35
Trial Type
Kddart Url
Kddart Username
Trial Note
Name For Block |Block
Plot Ident Option Rowy/Column
IKddart Trial Number
Trial End Date
. — o] Plot Ident Summary Row([1,10]; Column[1,...
Lein & Plot Count 92
Individual Count 0 v
Name Datatype Description Unit Validation Rule
yp P Bold & Blue: double-click Value to edit
DTA_days obs |ELAPSED_DAYS  |Number of days ... |days -no limit-
DTS_days__obs  |ELAPSED_DAYS Days to silking - ... /days -no limit- p—
IEarsHvsLears,p\ot INTEGER Ears harvested -... jears/plot 0..300 by Source —
EH_cm DECIMAL Height between t....cm 30..200.00
ENTRY_TYPE TEXT .
GW_g_ FieldWB |DECIMAL Total weight of ... grams/piat 0.0..10000.0 Traft Instance
Moi_pct_ STD DECIMAL Percentage of gr... |pct 0..100.0 DTA_days_ obs
PH_cm DECIMAL Height between t...cm 30..500.0 DTS_days_ obs
RLodg_pl_plot INTEGER The plants that s... plants/plot 0..30 EH_cm
|SLodg_pl_plat INTEGER The plants that s...|plants/plot 0..30 ENTRY_TYPE
EarsHvst_ears_plot
GW_g__ FieldwB
Moi_pct__STD
PH_cm
RLodg_pl_plot
SLodg_pl_plot

Fig. 2.1: Trial Manager Home screen

2.1. Trial Manager Main Window
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. e Measurements panel which lists the measurements in the trial by the source.

Selecting the Traits tab will display the following window:

%4 Trial Manager

2]

- O X
Tools Windo elp
viog i = a kisplore/ v
L
. Trials a Tags
N T I I ] ; ] — o
B | F 2 & @t 2 | V| ) | et 2 RIG
Hame Level Alias Datatype  Descripti... Validation R... Unit Attribute Value
All Traits Trait Name Days_to_maturity
Dimensions [Alias
= Growth Level Plot
(- —C— Descrption _[lmber of dos equre..
* = Plant_height Plot INTEGER  Plant height 70120 cm 33_‘: Type [E)LAFSED—DA‘”S
§ g nit ays
Plot ELAPSED... Number o... -no limit Days halidation CHOICE(elapsed_days
|Barcode

I:‘ Show Protected

Tnvalid for CALC

[O==T By Triake

Trial Name Acronym
wheat-with-data |

Planting Date
|2015/01/21

©

Bold & Blue: double-click Value to edit

Fig. 2.2: Annotated Traits panel of the Trial Manager window

The main sections of the Trial Manager window Traits tab highlighted above are:

. o Traits tab which has been selected.

. e Traits panel lists the Traits and Trait Bundles available in KDXplore/KDDart.

. e Used by Trials panel lists all of the trials that contain the selected trait.

. o Details panel lists the details of the currently selected trait.

Selecting the Tags tab will display the following window:

The main sections of the Trial Manager window Tags tab highlighted above are:

. o Tags tab which has been selected.

. e Tags panel lists the Tags and Tag Bundles available in KDXplore/KDDart.

. e Details panel lists the details of the elected Tag.

The following illustration shows section A from above where Trials are displayed and selected.

Trials that are imported into the KDXplore Trial Manager can be grouped by related characteristics. Grouping and
filtering makes it easier to quickly locate the required Trial(s) when many Trials are in KDXplore, or when logged into
a KDDart database. Trial groups can be displayed based on trial type, KDDart URL, organism, and planting year. To

view a trial group, the user will need to:

2.1. Trial Manager Main Window

10
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%4 Trial Manager — O X
Tools Windows Help
m@ ik & & kdxplore/ \ T}
nea
.Trla\s m Traits I}
e + T v | ﬁ_ 4[Tag Labek: ERT—+
=1 » Tag Description: Ear rot present on harvested ears- severe
Label Description
|=  All Tags
& BD Bird damage
& Discard disard germplasm
& DRY Drought in plot
& EPP Number of harvested ears per p.__
& ERT+ Ear rot present on harvested ea__|
& ERT++ Ear rot present on harvested ea__|
| L ERTe ]
& GV+ Germplasm value + good
& GVi+ Germplasm value ++ very good
& GVii+ Germplasm value +++ excellent
& HBCIDE Herbicide damage
- LDG+ General Lodging in plots- mild
- LDG++ General Lodging in plots- mode.
- LDG#+++ General Lodging in plots- severe
- MD Mechanical damage
- RD Rat damage
- & retest retest germplasm
- RLDG+ Root Lodging in plots- mild
-d RLDG++ Root Lodging in plots- moderate
& RLDG+++ Root Lodging in plots- severe
- SLOG+ Stem Lodging in plots- mild
& SLDG++ Stem Lodging in plots- moderate
@ BLDG+++ Stem Lodging in plots- severe
- WET Waterlogging

Fig. 2.3: Annotated Tags panel of the Trial Manager window

El Group by{-.. Trial Planting year v] 0 I I @
Trial Name Acronym Planting Date e
All Trialsl 1\
g year

" No Plantin

" —0

M El'Batan : Plotld,20x15 ZQ-2015-DT-E7-EB 2018/02/06
M El Batan : Plotld,6x10  BSP-2015-NN-A5-EB 2018/02/06
- Example of Block Trial Block Trial 2018/01/31
M Hunter -Salinity effects 0 AK-2015-HI-Q17-AF 2018/01/17
M Rutherglen RDI - 10x6  JM-2015-RDI-RG 2018/02/16
M Santiago Ixcuintla: 4x5 MC-2015-DRT1-SI 2018/01/27

Fig. 2.4: Trial Manager Home screen

2.1. Trial Manager Main Window 11
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Table 2.1: Trial Grouping

Step Action

1 Select the Group By drop-down menu at o which will display the available grouping options.

Select a grouping option e.g. Trial Planting Year. Once this is selected, the system will display the trial
group that has been. It will always display All Trials by default.

3 Once a trial grouping is selected, it can be changed by repeating the steps above and choosing another trial
grouping.

. 9 Demonstrates the selection of the 2018 trial year grouping which is opened and the All Trials group which
is collapsed.

. o Is the filter option which displays a text field below the button for entry of desired Trial Name text.

Note: Functionality to create new types of trial groups will be added in future versions.

2.2 Manage Trials

In Trial Manager, the Trial tab is the default/home view which displays all the information regarding the Trials currently
stored in KDXplore. All trials in KDXplore’s offline database are displayed here.

%4 Trial Manager - O X
Tools Windows Help
i | s © = ebolore/ e v
. Trials ﬁf Traits 9 Tags
Tl ! Y =T =]
‘lil Group by: B Trial type ~ v @ ; -
LR EA N (1)
Trial Name Acronym Flanting Date
E-_L All Trials . A1 | Attribute Value
| [ ElBatan  Plotld.20x 2018/02/06 - T T T
B El Batan : Plotld 6x1(BSP-2015-NN-A5-EB 2018/02/06 A'E‘Em“j,"r:ﬂe o Q—:oinslor?sr'sa
B Example of Block TrizBlock Trial 2018/01/31 Planting Date Izﬂlﬂlﬂﬂﬂﬁ
M Example of Nursery ENURSERY Name for Plot |Flot
- Hunter -Salinity effectAK-2015-HI-Q17-AF 2018/01/17 Name for Co...|Row
- M maize-with-data 2015/01/21 Name for Row|Range
M Rutherglen RDI : 10xtJM-2015-RDI-RG 2018/02/16 Trial Layout |Origin: (Lower-Left)
B Santiago Ixcuintla: 4xMC-2015-DRT1-SI 2018/01/27 [Organism MALZE
M wheat-with-data 2015/01/21 Trait Name ... [Trait:123
. Trial 1d 37
=+ | No Trial type e
B El Batan - Plotld 205 7Q-2015-OT-E7-E8 2018/02/06 el
- BEI Batan : Plotid 6x1(BSP-2015-NN-A5-EB 2018/02/06 Kddart Usern_
M Example of Block Tri:Block Trial 2018/01/31 v | |irial note There are 15 Ranges and 20 Rows with both Plotid and X,Y. There are 2 plant...
Name For BL.. [Block
. = - - M |Plot tdent o.._|Plot/Row/Range
Traits 4 + | = | & || [edarcvar]
Trial End Date
Name Level Datatype Description Unit Validation R... Flot Ident Su... |Plot[1,300]; Row(1,20]; Range[1,15]
DFF_PLOT Plot ELAPSED_DAYS|days female f...|days 0.00 Flot Count 300
IDFM_FLOT __[Flot ELAPSED_DAYS|days to male ... |days 0..00 Individual C... [600
FH,SDD. Plot INTEGER soil Acidi h 1.14 T El Batan
EPH Sub-Plot |DECIMAL /A ratio of ear... ratio 0.1.0.3 Germplasm __|203 values N
RUST Sub-Plot |INTEGER Multiple rust ... |rust scale 1.5 ED [119 values 4 .Y
Bold & Blue: double-click Value to edit | “Trial Attribute || Plot Attribute |
T i a—a|
Measurements by Source —_ o =+ '@
Trait Instance g?zlaﬁfafus
DFF_PLOT ]
DFM_PLOT fi
EFH I
EPH:Z i
PH_SOL /
PH_SOIL:2 0/300
RUST 0/ 600
RUST:Z 0/600

Fig. 2.5: Trial Manager Window

Selecting a Trial in the top left Trials panel at o will display Trial Details in area 9 Uses Traits panel at 0

2.2. Manage Trials 12
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and Measurements by Source at 0:

 Trial Details - All trials in KDXplore’s offline database are displayed here. This displays the information
regarding the trial. To edit Trials, either select a Trial by double-clicking it or by selecting the Edit Current

Trial button at e By selecting either of the two buttons at the bottom of this panel at o, both plot attributes,
and trial attributes can be visualised. To quickly edit in Trial Details, double-click in the values column to
change values.

* Uses Traits - This area displays the Traits that are currently active for the selected Trial. These Traits are ordered
by the user for preference during scoring in KDSmart. Traits can added or removed from Trials by selecting the
‘+” or ‘-* symbols at the top of this panel.

* Measurements by Source - This area displays the phenotypic datasets for the selected Trial and how populated
(in percent) each dataset is. Datasets can be created from this panel. Datasets can also be created for a list of
specific Traits to send to KDSmart for scoring. The source of each set of measurements (e.g. phone 1) can be
viewed from this panel also.

2.2.1 Import Trials from File

KDXplore can import CSV and Excel XLS or XLSX files easily using drag and drop. For information on file import
formats please see the “KDSmart/KDXplore - CSV Import File Formats™ help page. Although .CSYV files can be easily
imported given almost any column format.

v Trial Manage - O X
Tools Windows Help
LT ..ﬁ ﬂm © & kdploref Q \ T
. Trials ‘.-:;t Traits p Tags
% Import Trial CSV ‘ X
& : B Trial type ~ v
CSV File: | wheat-witf-data.csv: 101 nes  |§ __ Browse...
Trial 1 A Planting Dats —
ol fame cromym anting bate Trial Name: |wheat-with-data
= All Trials
B El Batan : Plotld.20x 2Q-2015-DT-E7-EB 2018/02/06 Source Device: Database ~
B E| Batan : Plotld 6x1(BSP-2015-NN-A5-EB 2018/02/06 operator: [Tester 4‘;
B Example of Block Tri:Block Trial 2018/01/31 ; B - \
B Example of Nursery SNURSERY Trait/ Naming:
- B Hunter -Salinity effectAK-2015-HI-Q17-AF 2018/01/17 () Mo Instances (@ Trait:123 (O Trait_123
M maize-with-data 2015/01/21 7 Plot Traits
- B Rutherglen RDI - 10xtJM-2015-RDI-RG 2018/02/16 Colmn | Column He... | Fest R P
B Santiago lxcuintla: 4xMC-2015-DRT1-8I 2018/01/27 olumn# olumn He... First Row ... Import As arning
= | No Trial type 1|co 61665 Flot Attribute ~
B El Batan - Plotld 20xZQ-2015-DT-E7-EB 2018/02/06 f“”lf'ls ;"D'T‘A':‘;;‘me
B E| Batan : Plotld.6x1(BSP-2015-NN-A5-EB 2018/02/06 4660 of Aftribute
-8 Example of Block TrizBlock Trial 2018/01/31 LOCAL CHE .. [Plot Attribute
M Example of Nursery SNURSERY . |LOCAL CHE... |Plot Attribute
ot Attribute
. = ot Attribute
Uses Traits J;: + — 01 ot Attribute
ot Attribute
Name Datatype Description Unit Validati ot Attribute
00 rait for Plot
..|124 rait for Plot
If th Ie) selected Trial has Traits they will h 308 rait for Plot
e {single) selected Trial has Traits they will appear here SIPart heigre 1105 o
6/GRNYLD_g_pl |3242.4 rait for Plot
7|GRNYLD_t_ha |5.404 rait for Plot
8/EGRAM_1_9... 4 rait for Flot v
~
/ v
Clear Fol
Tmport ||

Fig. 2.6: Importing Trials

Trials can be imported from various sources and in different formats. One of the easiest ways is to import a .CSV file

which is outlined below:

2.2. Manage Trials
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Table 2.2: Importing a .CSV file

Step Action

1 Select the Add Trials button at o and select the Load From CSV option. This will bring up the Import
Trials window at 9

2 Either drag and drop a .CSV file into the window, or select the Browse button located at e

Select the Add Device button at o to link any connected devices to import data (this is optional).

4 Change the Trial Name and Operator if necessary. The Traits that are contained in this file will also be
listed in the window. Selecting a Trait by right-clicking it will allow the user to choose import options for
that particular Trait i.e. Don’t Import

(O8]

5 Select the Import button at 0 to save the preferences and import the trial.

Note: Whilst this covered the import of a .CSV file, the same process applies for a .XLS or .XLSX file except the
user must choose the Load From XLS option after choosing to add Trial.

Once a Trial has been imported it will appear in the list in the Trial Details panel. Trials can also be imported from
KDDart by selecting Load From Database and from connected KDSmart devices through the Load From Tablet Data
option when selecting the Add Trials button.

2.2.2 Import Trials from KDDart

KDXplore can also import Trials from the KDDart Database. To be able to do this, you must first be logged into
KDDart. To see how to log into KDDart, follow the next set of instructions. If you are already logged in, then skip to
the next part.

Table 2.3: Connecting to KDDart

Step Action

1. Select the File button at the o and then choose the connect option.

2. The KDDart Login window will then appear as at 9 Enter your username and password and then select
the Login button to log into the KDDart Database.

Logging into KDDart allows the user to easily import Trials with the relevant Traits and Tags attached. The following
instructions will demonstrate how to import a Trial from the Database:

2.2. Manage Trials 14
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%y KDXplore v1.1.13 (KDX-Beta)

¥/ KDXplore
A e

indows Help

pires in 51 days]

Welcome to KDXplore.

For more inform

& the Help

out how to use KDXplore try one of the following locations:

kddart.org/help/kdxplore,
&
Diversi ] |
LE == KOooq
— | Enter a Username D
9 Password Y - $<$
- Hea
»" Enter a Password % [ #] O\ T2au
DartView Hursery Auto Group LOGIN Inventory GenExplore
aw
Messages — Clear Follow
STUW T RUARPE WUT Sy Des T
Showing KdxApp Trial Design ~
Showing KdxaApp Trial Manager
Showing KdxaApp Inventory
Showing KdxaApp GenExplore
Loading Offline Data: https://kddart-t.diversityarrays.com/dal/
Info OfflineDataloader: Loading Offline Data: https://kddart-t.diversityarrays.com/dal/ for
https://kddart-t.diversityarrays.com/dal/
Info OfflineDataloader_Refdata: Loading Offline Data:
https://kddart-t.diversityarrays.com/dal/{ReferenceData and Trials) v

Mem: 172.0Mb used of 1333.5Mb = 12.90% current=499.5Mb

Fig. 2.7: Connecting to KDDart
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me % Choose Trials to Download x
Il Trials
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B Example of Nursery S| | | Trial Type
B Hunter -Salinity effect: TrialType - 07785962151 O
DSXsampled_Speci Genotyping trial O
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- wheat-with-data NURSERY1 O
= | No Trial type Drought O
- El Batan : Plotid.20x1 Yield trial O
B El Batan : Plotld 6x1 -Occurrence O
B Example of Block Trial = | Site
B Example of Nursery S ~DArT Test Site, GH O ann
B Hunter -Salinity effect: DAFT Test Site, GH [ | o search for Trials:
B KDSXsample_Speci Toco_Ve la, TOCO O
Pes_op! Y"“‘LH e”:z“e HZ(DRD = 1. Check ane or mare selectors for the Match Attribute J; Column(3,... |,
oro_Honduras, = 2. Click on the Find Trials button
Zimba, ZIM O [Plot Attribute
Kenya, KEN 0 jthin each Match Attribute group, no selectors checked is the same as all checked. ==
Tlaltizapan, TLAL O F
Sirte 3, SCREE ] @

Fig. 2.8: Importing Trials from KDDart Database 1/2

2.2. Manage Trials

15



KDXplore Documentation, Release Beta 1.1.x

Table 2.4: Importing a Trial from the Database

Step Action

1 Select the I—I icon at o and choose the Load from Database option to open the
Database Import window as seen in the image above.

2 Choose an attribute to search for such as the one at 6 This example is a location attribute
that will only display the Trials that take place at Roseworthy.
3 Select the Find Trials button to search for the Trials. If no attributes were selected, then all

Trials in the Database are presented.
4 The search results will then be displayed (such as in the following image). Choose a Trial (or

multiple Trials) such as the one in o and then select the Download Trials button at e to
complete the import.

%4 Choose Trials to Download X

Found 4 Trials

Match Attribute Use?
[=h | Project Sel... TrialName # P... Project Site Manager Design Start Date |FA
[ O | | |Roseworthy 2015 | 24fBraF |Roseworthy  |Diversity Arrays |pigger |13/07/2016 | A
B Trial Type Roseworthy 2015 Nurse BrAPI Rosewaorth Diversity Arrays Digger 13/07/2016
TrialType - 07795962151 Roseworthy 2014 336 BrAPT Roseworthy Diversity Arrays igg 05/05/2014

G t;fp trial || [Roseworthy 2013 348BrAPI Roseworthy Diversity Arrays Digger 06/05/2013
~Genotyping trial

~Optimum
~Stress

NURSERYZ2

NURSERY1
~Drought
~Yield trial
~Occurrence
|, Site

DArT Test Site, GH
~DArT Test Site, GH
-~Toco_Venezuela, TOCO
~Yoro_Honduras, YORO
Zimba, ZIM

Kenya, KEN
~Tlaltizapan, TLAL
~Sirte 3, SCREE
~Site 2, SCREE

Sitel, SCREE

© l-Narrabri, Narra
=] Design
~Traditional - 76358487809
Traditional - 03256179310
CIMMYT
~Digger

I

<l

Select one or more and click 'Download Trials' E E "= B™

Get Plot Counts | Find Trials Download Trials X

Fig. 2.9: Importing Trials from KDDart Database 2/2

Below is an animation that demonstrates the above instructions:

2.2.3 Export Trials

Trials can also be exported so that it can be used on other devices. The exported files can be either a zip file, .CSV,
or can be exported through KDXchange. It can also include media such as photographs. The following image and
instructions detail how to export a Trial in the .CSV format.

To export a Trial, follow the steps below:
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i Trial Manager

Tools Windows Help

g | s

. Trials %: Traits 0 Tags

& & kdxplore/

‘lil ‘Group by:| '.- Trial type ~ 'dm' ' =
Trial Name Acronym Planting Date H ? H L H ” EJ@
E-Li All Trials Attribute Value
M El Batan : Plotld.20x°2Q-2015-DT-E7-EB 2018/02/06 rrial Santi Bcuintla: 45
B El Batan - Plotld 6x1(BSP-2015-NN-A5-EB 2018/02/06 e s ~
B Example of Block TricBlock Triak. 2018/01/31 Planlinyg Da... 2018/01/27
H Example of Mursery SNURSERY _|Flot
M Hunter -Salinity effect AK-2015-HI1-Q17-AF 2018/01/17 Row
M maize-with-data 2015/01/21 - |Range
201 Origin: (Lower-Left)
Santiago Ixcuintla: 4x MET7H
 No Trial type “'Igm'ua
% Collected Samples for Santiago Ixcuintla: 4x5 X I
Output File:|C:\Users\taylo\Santiage Iicuintla_ 4x5,Galaxy S8+,2018-03-15 101216 | Browse... | fPiotirialThere are Traits for Plots as well as...
e Options: @) i Ozr Ocsv
Export: Suppressed Samples Deactivated Plots
Include Media Files [ For KDSmart-v3
DE Version 30 v
Uses Traits Close | Export | Export & Close
- - = v
N Level Dat: D t Unit Validation R... .
ome eve atatype esnphon | i eldstion Bold & Blue: double-click Value to edit 1 [ Plot Attribute |
DFF_PLOT _ |Plot 0..90
DFM_PLOT __|Flot 0..90
|NDVI_3 Flot DECIMAL NDVI 3 week... 0..1.00 by Source
||PH_SOIL lot INTEGER Soil Acidi h
SAL_GML ot DECIMAL ting...
IEFF Sub-Plot [ELAPSED DA~ days Trait Instance
DFM Sub-Plot ELAPSED_DA...|days to male... |days DFF
LLEN Sub-Flot cm 0 DFF_PLOT
DFM
DEM_FLOT
LLEN
LLEN:2
NDVI_3
PH_SOIL
PH_SOL:2
SAL_GML
SAL_GML:2
Fig. 2.10: Exporting Trials
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Table 2.5: Exporting a Trial

Step| Action

1 To export a Trial in KDXplore select a Trial such as the Trial at o
In the Measurements by Source panel, select the column of the dataset for export such as the column at

3 By then selecting the Export Sampled or Traits for Trial button at o, a dialog will open asking details
for export as in o

4 Trial Manager will choose a file destination, but to change it, select the Browse button at 0 and then
choose a folder in which to export to.

5 Choose the Output Options which will determine the format of the export (KDX, Zip, or CSV).
Choosing the Include Media Files option will include any photos that were taken with the samples.

7 Select either the Close, Export, or Export and Close options to finish the export.

@)}

2.3 Manage Traits

The Trial Manager module has the function to manage Traits that are available to use within Trials.
Actions available include:

¢ Adding new Traits;

* Removing a Trait (that is not used by any Trial);

 Editing Trait details;

* Viewing Trait information, e.g. Trait validation rules; and

 Organising them, e.g. using Trait Bundles.

The instructions below demonstrate accessing Traits via the Traits tab and provide an explanation of the available
information:

Table 2.6: Selecting a Trait to Manage

Step Action

1 In the Trial Manager module, select the Traits tab at o to display the Trait information panels.

2 Traits that are currently in KDXplore can be seen here. Selecting a trait such as the Trait at 9 will display

information about the selected Trait in the Details panel at o All information about a Trait is shown here
including: Trait Name, Datatype, Validation Rule and Barcode.

3 In the Used by Trials panel, the Trials that are in KDXplore that are currently using the selected Trait will
appear. For the example, only one Trial is using that Trait and it displays the Name, Acronym, and Planting
Date of the Trial.

2.3.1 Adding Traits

Users can add new Traits which can then be added to Trials. These new Traits provide users the flexibility the add
Traits after a Trial has been created, e.g. adapting a previously used Trial for a new experiment.

The following image and instructions demonstrate how to add new Traits.
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%i Trial Manager - O X
Toals Windo Ip
i i = bplore v

Editing Locked | (2 v

Hame

=t All Traits

Advance as Bulk
Advance Individual as
Advance Plant?
Advance Plot?

Crossed With
Days_to_maturity
DAYSHD
DFF
DFF_PLOT

2 b M a
Level Alias Datatype
Plot INTEGER
Sub-Plot Advance | INTEGER
Sub-Plot CATEGOR...
Flot CATEGOR...
Flot ELAPSED_.
Flot INTEGER
Flot INTEGER
Plot INTEGER
Flot INTEGER
Plot INTEGER
Flot TEXT

Flot ELAPSED_.
Flot ELAPSED_.
Sub-Plot ELAPSED_
Flot ELAPSED.
Sub-Plot ELAPSED_

~
MNumber of...0..10 # specim...
Mumbert.. 1.10 pedigree
Whether t... 2 choices decision
Whether t 2 choices decision
. Number of Days
Blossom ... 1..20 cm
The highe . 10200 cm
Girth (circ... 1.6 cm
A measur__ 5_40 degree
Girth (circ... 5..30 cm
Entry Ds . One orm...
. Number of _-no limit- Days
. Number of __-no limit- Days
... days fem.__ days
... days fem... days
_daystom. days
. days to m.. days
. Number of. days
days
ears/plot

Description  Validation R... Unit

mSicm

9 choices rating
0..200.00 cm
Aratio of ... 0.1..0.3 ratio
Germinati_. 0100 %
Flot DECIMAL A measur. 6000 48000 g
Plot DECIMAL A measur 1.000.8.000 tha v
[ show Frotected Invalid for CALC
T
Trial Name Acronym Planting Date

unter -Salinity effects on BRI 3t AK-2015-HEQIZ AT

[2018/01/17

L2 T . ]
Attribute Value
Trait Name |EC_1:2
Alias
evel |Plot

[TR/2BDIpigrfCY

Bold & Blue: double-click Value to edit

Fig. 2.11: Trial Manager Home screen

- X
Tools Windows Help
o | s = @ kiplore/ Y
Bl s 52 £ 1ece
% () & | & Double-dicka Trait to Edit | (3 Y| W ! |petaiis n |~
Name Level Alias Datatype Description Validation Rule Unit Attribute Value
=1 All Traits A | [Trait Name Plant_hei...
= Advance as Bul Flot INTEGER Number of Specimens to Adv... 010 # specimens Alias
Advance Individual as Sub-Plot Advance Indiv INTEGER Number to use in Pedigree 1.10 pedigree number evel Plot
Advance Plant? Sub-Flot CATEGORICAL Whether to Advance ornot 2 choices decision [EET L
Advance Plot? Plot CATEGORICAL Whether to Advance ornot 2 choices decision ata Type INTEGER
Anthesis Flot ELAP = = s = o T
= APEX/Berry Plot mwred % Edit Trait Properties X — WGE(7... |
2 APEX/Plant Flot INTE New Trait
FE S Flot N Name: |Plant Height
BRIX Flot INTE ee
Bunch Size Plot INTE Alias: |PH
Crossed With Flot TEXT|  Level: Plot ~|e or more En
Days_to_maturity Plot ELAPpescription: 3
i[Tne neignc of the planc.
DAYSHD Flot ELAP ® REight of The plant s
= DFF Sub-Plot ELAP! &
DFF_PLOT Flot ELAP s
DFM Sub-Flot ELAP! S
= DFM_PLOT Flot ELAP
& DTA_days__obs Flot ELAP! Unit: | CM s v
[ show Frotected Datatype: | DECIMAL MR mvalid for caLc
used by Trials
Trial Name Acronym Min: @<= @< Max: nnn
wheat-with-data | x
I O<  O< |15 1S
Trait to bundle:
Select Trait Bundle Name
¥ All Traits
V] Dime
Growith
? x save
[Bold & Blue: double-click Value to edit

Fig. 2.12: Adding Traits
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New Traits can be added by:

Table 2.7: Adding a New Trait

Step| Action

1 Select the Add Traits button at o to create a new Trait. This will bring up the Edit Trait Properties at

2]

2 Within the Edit Trait Properties window are the key Trait fields. Enter the details of the Trait. More
information on traits can be found below.
3 Select the Save button to save the new Trait and the Trait will be displayed in the Traits window.

In order to add a new Trait, all of the following details must be entered:

Table 2.8: Trait Details

Attribute Description

Trait Name The name for the new Trait. Must be unique and short
because it is displayed in the Scoring screen and there
may be limited screen space on smaller devices.

Alias An alternative name for the Trait. This can be something
shorter than the Trait name and is optional.

Level This will define the Trait as one that is relevant on the
Plot or Sub-Plot level.

Description This is an optional longer explanation of the Trait to as-
sist in data entry.

Unit The unit of measurement in which the Trait can be
scored by e.g. centimetres so that a plant leaf can be
measured

Data Type This constrains the values permitted for scoring against the Trait. One

* CATEGORICAL,
* DATE,
* ELAPSED_DAYS,
* INTEGER,
* DECIMAL; or
* TEXT;
Validation Rule The Validation rule optionally restricts the values being

entered. The nature of the rule is dependent upon the
selection of Data Type and can include a minimum and
maximum value.

Add Traits to Bundle Checkboxes that allow the user to add the new Trait to
existing Trait Bundles.

Creating Calc Traits

The Calc datatype for Trait’s will allow a Traits value to be derived from other Trait data that is available e.g. the user
can create a Calc Trait called PLANT_AREA which is equal to PLANT_WIDTH x PLANT_HEIGHT.

2.3. Manage Traits 20
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i Edit Trait Properties x
New Trait
Name: PLANT_AREA
Alias: PA

Level: |Flot v

Description: |Tne area of the plant.

Unit: |cM o

Datatype: |CALC Bl

nDecimals: 13

P ——

=5
|[asar(h by narme or description e
Name DataType Description
INDVI_3 |DECIMAL |NDVI 3 weeks after pla... | &
PH_cm |DECIMAL |Height between the bas...|
PH_SOI |INTEGER |Soil Acidity |
hi ght

The vidth of the plant ...

INTEGER The plants that show
EGER ultiple rust pathoger
CIMAL alinity: in grams/itr
pl_p EGER The plants that show
= [T bt chow s
Select Trait Bundle Name
¥ |All Traits &
|
[N |Growth
2 X Save

Fig. 2.13: Calc Trait Datatype

Table 2.9: Creating a Calc Trait

Step Action

1 By selecting the Calc datatype from the drop-down menu at o, a second expression panel can be seen in
area

2 Here an expression can be entered representing the derived value. Taking the example used previously,

PLANT_AREA* would be: PLANT_WIDTH(asterisk)PLANT_HEIGHT. Traits can be typed, or selected
from the Traits panel at o

3 The new Calc Trait can also be added to bundles in o

Once Traits have been added they will appear in the table in area o

2.3.2 Editing Traits
Any details of a Trait can be edited if the user wants to change the characteristics of the Trait.

. Trials 77:: Traits @ Tags
1|!| @ + ,’ |1| E |a Editing Locked [ ;@ Y @

Name Level Alias Datatype D jon Validation R... Unit
= All Traits ~
L Advance as Bulk| __Flot___|

Advance Individual as Sub-Plot  Advance |... INTEGER ~ Numbert... 1..10 pedigree ...
Advance Plant? Sub-Flot CATEGOR... Whether t... 2 choices decision
Advance Plot? Plot CATEGOR... Whether t... 2 choices decision

Fig. 2.14: Editing Traits Button
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To edit Traits, the user must unlock the option. This can be done by selecting the Editing Locked option at o in the
image above. Trait editing is automatically locked so that details of Traits that are in use by Trials are not changed.

‘ %j Trial Managet - [m] X —‘
| Tools Windows Help
i | Wl = & kil Vi
sea
.Tria\s =" Trats 2> Tags
& @ + | | & |ﬂ Taedr a Tt Emt[ o] b @ N n N
Name Level . = = Validation Rule  Unit Attribute value
=- | All Traits % Edit Trait Properties x | |rrait name Days to...
& Advance as Bulk Plot Scored Samples exist cimens to Adv...0..10 # specimens Alias
Advance Individual as Sub-Plot T in Pedigree 1.10 pedigree number Level Plot
Advance Plant? Sub-Plot == ! ance ornot 2 choices decision ey Number...
& Advance Plot? Plot Alias: hance ornot 2 choices decision
= Anthesis Flot Level: Plot s from sowing ... Days
& APEX/Berry Plot Description: |gyumper of days required from A [of the berry me...1.20 cm
-5 APEX/Plant Flot sowing to plant maturicy. int or topmost__ 10200 cm
= Berry Size Plot However, when planting in dry rence) to near... 1.6 cm
= BRIX Plat seils in dryland areas it is oluble solids 540 degree
~%; Bunch Size FPlot counted from the first day of v frence)of bunc.5.30 cm
£: Crossed With Plot i [ jots this Plot w... One or more E...
= DAYSHD Plot Datatype: [ELAPSED_DAYS 5 |is required fro... -no limit- Days
= DFF Sub-Plot wering 0.90 days
= DFF_PLOT FPlot wering (plot) 090 days
DFM Sub-Plot jowering 0..90 days
DFM_PLOT Flat Elapsed Days: [] Apply Limit 2,147,483/ % jowering (plot)  0..90 days
= DTA_days__obs Plot s from sowing ... -no limit- days v
[1 stow Frotected Tnvalid for CALC
Used by Trials [Add Trait to bundle:
Trial Name Select Trait Bundle Name Planting Date
wheat-with-data || Al Traits B015/01/21
Dimensions
e T 3§
: T
Bold & Blue: double-click Value to edit

Fig. 2.15: Editing Traits

After Trait editing is unlocked, KDXplore will display that in o To edit a Trait:

Table 2.10: Editing a Trait

Step | Action
1 Select a Trait by double-clicking it. This will bring up the Edit Trait Properties Window as shown at
2 Make the desired changes to the Trait and then select the Save option at 6

Tip: It is best practice to lock Trait editing when finished editing Traits.

2.3.3 Import Traits

The KDXplore Trial Manager module has the ability to import Traits from external sources. Traits can be imported
from either KDDart or a CSV file.

Once in the Traits tab of KDXplore, select the Import button at o and then chose either Load from Database or
Load from CSV.

For Trait and Trial file format information please refer to the “KDSmart/KDXplore - CSV Import File Formats™ help
page.
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oA .
— Traits @ Tags

+ , |1| E B Editing Locked {EE? ' @
Level Alias Datatype  Description Validation R... Unit
""" All Traitsl I 2
& Advance as Bulk Plot INTEGER. ~ Mumber of .. 0..10 # specim...

2 Advance Individual as Sub-Plot  Adwvance |... INTEGER ~ Mumbert... 1..10 pedigree ...
Advance Plant? Sub-Flot CATEGOR... Whethert... 2 choices decision
Advance Plot? Flot CATEGOR... Whether t... 2 choices decision

. Anthesis Plot ELAPSED_... Number of .. Days

Fig. 2.16: Importing Traits

2.3.4 Trait Bundles

The Trial Manager module allows for the creation of Bundles which are groups of traits that share a common theme.
Adding traits to a bundle allows for easier visibility and management of related traits and custom bundles can be
created by the user.

2.3.5 Adding Trait Bundles

All traits will be automatically allocated to a bundle named All Traits. To create a new bundle, the user can:

[Tools Windows Help

v‘,ﬁ T m © & kdxplore/ v
.Tna\s =" Traits & Tags

B | (e J[ -+ l 2 | | = | @ edtingoded | (@ Y | W |petais | Y

Name Level Alias Datatype  Descript... Validation ... Unit

= All Traits A
= Days_to_maturity Flot ELAPSED... Number . -no limit- Days

= DAYSHD Plot ELAPSED... Number ___ -no limit- Days

= DTA _days_ ol
= DTS days off % Add/Edit Trait Bundle x
EarsHvst_ears Q

EGRAM_1_9_JFilter: |Enter fragment of Trait name

EH
ENTRY Type|Traits from bundle: All Traits vl —t I Traits in bundle:  [Enier fare «a
GERMI_STD_¢

GRNYLD_g_pl Name Level Dat... Descri... Va... Ba.. |Name Level Datat... Descr... Valid... Barco...
= GRNYLD t halie R A Aumb:
£GW g FieldfPAYSHD PLOT _[ELAP... [Number... CH...
= Moi pet  STD DTA_days__obs FLOT ELAP... [Number...|CH...
_pet__ DTS_days__obs FLOT ELAP... |Days to ...|CH...

[T Show Protected EarsHvst_ears_plot PLOT INTE... |[Ears ha... |RA...
EGRAM_1_9_ INC FLOT CATE...|Scored ... |CH...

Used by Trials EH_cm PLOT DECL.. |Height b... RA... |
ENTRY_TYPE FLOT TEXT |

Trial Name \GERMI_STD_pct PLOT INTE... |Germin... |RA...
IGRNYLD_g_pl FLOT DECL.. |A meas... RA... :

GRNYLD_t_ha FLOT DECL.. |A meas... |[RA...
Any Trials using selec IGW_g__ FieldWB FLOT DECL.. [Total w... |RA... |
Moi_pct STD FLOT DECL.. |Percent... |RA... I
PH_cm FLOT DECL.. |Height b...|RA... |
Plant_height FLOT IMTE... [Flant he...|RA... |
RLodg_pl_plot PLOT INTE... [The pla... [RA... |
e SLodg_pl_plot PLOT INTE... |The pla... |RA... |

x Save

Enter a valid Trait bundle name

1 Bold & Blue: double click Value to edit

Fig. 2.17: Adding Trait Bundles
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Table 2.11: Adding a Trait Bundle 1/2

Step Action

1 Select the Add Trait button at o It will give you the option of choosing to create a new Trait or bundle.
Choose the Add Trait Bundle option.

2 The Add/Edit Trait Bundle window at 6 will open and there will be a list of available traits. If a
required Trait is not available, the bundle can still be created and then edited later. Choose the Trait required
and select the Add Trait arrow at 0 to add the selected trait to the new bundle. Multiple Traits can be
selected at once by shift+clicking or ctrl+clicking (on Windows).

%i Add/Edit Trait Bundle X
Filter: I_Enter fragrment of Trait narme J
Traits from bundle: All Traits Traits in bundle:
Name Level Data... Descrip... Val... Ba... | Name Level Datatype Desd 2 alidat... Barcode
Days_to_maturity PLOT ELAP... [Mumber ...|CHO... Days_to...|PLOT  |ELAPSE... [Numbefa.|CHOICE... |
DAYSHD PLOT ELAP... [Number ...|CHO... Plant_h... [PLOT  [INTEGER [Plant he...[RANGE(... |
DTA_days__obs PLOT ELAP... [Number ...|CHO...
DTS_days__obs PLOT ELAP... |Days to ... |CHO...
EarsHvst_ears_plot PLOT INTEG...|Ears har... |RAN...
EGRAM_1 9 INC PLOT CATE... |Scored f... |CHO...
EH_cm PLOT DECL.. |Height b... [RAN...
ENTRY_TYPE PLOT TEXT
GERMI_STD_pct PLOT INTEG...|Germina... RAN...
GRNYLD_g_pl PLOT DECL.. |A measu...RAN...
GRNYLD_t_ha PLOT DECL.. |A measu...RAN...
GW_g__ FieldwB PLOT DECL.. |Total we...RAN...
Moi_pct__STD PLOT DECL.. |Percenta...RAN...
FPH_cm PLOT DECL.. |Height b... [RAN...
g . -
RLodg_pl_plot PLOT INTEG...|The plan... RAN...
SLodg_pl_plot [PLOT  [INTEG...[The plan...[RAN...|
Fig. 2.18: Filtering Traits
Table 2.12: Adding a Trait Bundle 2/2

Step| Action

3 The Filter function at o allows for Traits to be searched by Trait names and Traits can be added from the

search results.

4 Pick a name for the bundle and enter it into the right panel 6 After adding Traits and entering a name,

the bundle can be saved.

Note: Traits can exist in more than one bundle

2.3.6

Editing Trait Bundles

Once a bundle has been created, it can also be edited to remove or add more traits, or to change the name of the bundle:
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Tools Windows Help

‘,‘-,:@ ﬂm © @ kdxplore/ AT
.Tr\a\s %t Traits @Tags o
"Iil @ + l ’ l |1| E B Editing Locked ,;EE? Y @ : Details ¥) ny

Name Level Alias Datatype  Descripti... Validation R... Unit
All Traits
Dimensions
(=W Growth] |
ays_to_maturity Flot ELAPSED... Mumber o.__-no limit- Days
= Plant_height Plot INTEGER  Plant height 70..120 cm
Plot ELAPSED... Mumber o___-no limit- Days
%4 Add/Edit Trait Bundle X

Filter: |Enter fragment of Trait name

Traits from bundle: All Traits v q Traits in bundle: Growth I <« e

Name Level Datatype Descript... Validati... Barcode | Name Level Datatype Descri... Validat... Barcode
Days_to_...[PLOT ELAPSED... [Number ... |CHOICE(... D e
DAYSHD  |PLOT ELAPSED... |Number ... |CHOICE(... Plant_h... PLOT INTEGER_|Plant he...[RANGE(...
D SADTA_day... PLOT ELAPSED... |Number ... |CHOICE(...
DTS_day... PLOT ELAPSED... |Days to s...|CHOICE(...
Used |EarsHvst.. |PLOT INTEGER  |Ears har... [RANGE(D...
EGRAM_... |PLOT CATEGO... |Scored f... |CHOICE(...
Trial IEH_cm FLOT DECIMAL _|[Height b... [RANGE(3...
ENTRY_T...PLOT TEXT
GERML S...|PLOT INTEGER _ |Germinat... RANGE(D...
Ay T GRMNYLD_...|PLOT DECIMAL _|A measu... [RANGE(S...
GRNYLD_...|PLOT DECIMAL _|A measu... [RANGE(1...
GW_g__ ...PLOT DECIMAL _[Total wei...[RANGE(D...
Moi_pct_... [FLOT DECIMAL _|Percenta... RANGE(D...
FH_cm FLOT DECIMAL |Height b... |RANGE(3...
Plant_hei... PLOT INTEGER _ |Plant hei... |RANGE(7...
RLodg_pl... PLOT INTEGER  [The plan... RANGE(D...
SLedg_pl...|PLOT INTEGER. _ [The plan... |RANGE(D...

x Save

| |Bold & Blue: double-click Value to edit

Fig. 2.19: Editing Bundles
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Table 2.13: Editing a Trait Bundle

Step

Action

Select the bundle to be edited.

Select the Edit Bundle button at o on the toolbar. This will open the Add/Edit Trait Bundle window

2
and traits can be added as were previously done. If more traits were added to the trial then they will now
appear in the left panel and can be selected.

3 To remove a trait, select the trait to be removed in the right panel and select the Remove From Bundle

button at e

Note: The All Traits bundle cannot be edited or removed.

2.3.7

Removing Trait Bundles

A bundle can also be removed from the list of bundles and deleted:

"J‘-@ ﬂm = @ kdxplore/
- Trials ‘.7:: Traits @ Tags o

l'lil N + "’ |1| E a Editing Locked | @ | Y : Details
Name Level Alias Datatype  Descripti... Validation R... Unit
[ All Traits

Dimensions

=RGownhl ]

= Days_to_maturity Plot ELAPSED... Number o -no limit- Days
“.-#t Plant_height Plot INTEGER  Plant height 70..120 cm
Plot ELAPSED... Number o.._-no limit- Days

Fig. 2.20: Removing Bundles

Table 2.14: Removing a Trait Bundle

Step | Action
1 Select the bundle to be removed.
2 Then the Remove traits icon can be selected. If you have selected a bundle there will be the option to

Delete Trait Bundle.

3

Once this option is selected, a window will open to confirm the removal of the selected bundle.

Note: Once a bundle is removed, it cannot be restored.

2.4 Manage Tags

In KDXplore Trial Manager, tags are short, coded descriptions that are used to represent information about a plot in
a Trial. Tags available for use in scoring in Trials can be seen, along with definitions in the ‘Tags’ tab of KDXplore
Trial Manager.

To display the Tags that are currently available in Trial Manager:

2.4. Manage Tags
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w4 Trial Manager — O x
Tools Windows Help
Vi @ Ak = o kdxplore/ Vi
. Trials 77:: Traits Ik
m i w T =9 | 4[Tag Labek ERT+++
& + L" y ﬁ 4 Tag Description: Ear rot present on harvested ears- severe
Label Description
|=- | All Tags
- BO Bird damage
- Discard disard germplasm
- DRY Drought in plot
- EPP Number of harvested ears per p...
- ERT+ Ear rot present on harvested ea. |
- ERT++ Ear rot present on harvested ea. |
| L BT
- G+ Germplasm value + good
& GV++ Germplasm value ++ very good
& GV+++ Germplasm value +++ excellent
& HBCIDE Herbicide damage
& LDG+ General Lodging in plots- mild
& LDG++ General Lodging in plots- mode.
& LDG+++ General Lodging in plots- severe
& MD Mechanical damage
& RD Rat damage
& retest retest germplasm
& RLDG+ Root Lodging in plots- mild
& RLDG++ Root Lodging in plots- moderate
& RLDG+++ Root Lodging in plots- severe
- BLDG+ Stem Lodging in plots- mild
& BLDG++ Stem Lodging in plots- moderate
& BLDG+++ Stem Lodging in plots- severe
- WET Waterlogging
Fig. 2.21: Tags panel of the Trial Manager window
Table 2.15: Displaying Tags
Step | Action
1 To navigate to the Tags tab select the Tags Tab towards the top of the window at F
2 From here, tags can be selected from the list in area e
3 This will display the tag details in the Tag Description Panel which will

2.4.1 Adding Tags

New Tags can be added by the user that can be used in Trials.

To add a Tag:

2.4. Manage Tags

27



KDXplore Documentation, Release Beta 1.1.x

A

Tools Windows Help

Ve

e = kdxplore/ \ T
| -Trials raits 9 Tags
4 Tag Label: D
& I + I »” i '@ 4 Fagg] Description: Bird damage
Label Description ‘ >
S AllTags Create a New Tag
MNew Tag Label: HD
& Discard disard germplasm
2 DRY Drought in plot Description:  Human damage|
& EPP Number of harvested ears per pla
& ERT+ Ear rot present on harvested ear: Select Tag Bundle Name
& ERT++ Ear rot present on harvested ear: ] |All Tags
& ERT+++ Ear rot present on harvested ears
& GV+ Germplasm value + good
& GV++ Germplasm value ++ very good
& GV+++ Germplasm value +++ excellent
& HBCIDE Herbicide damage
& LDG+ General Lodging in plots- mild
& LDG++ General Lodging in plots- moders
& LDG+++ General Lodging in plots- severe
& MD Mechanical damage
2 RD Rat damage Add To Bundle: e
& retest retest germplasm
& RLDG+ Root Lodging in plots- mild
& RLDG++ Root Lodging in plots- moderate
‘ & RLDG+++ Root Lodging in plots- severe
& SLDG+ Stem Lodging in plots- mild
& SLDG++ Stem Lodging in plots- moderate|
& SLDG+++ Stem Lodging in plots- severe
& WET Waterlogging
X I Save Tag |

Fig. 2.22: Adding a Tag

Table 2.16: Adding Tags

Step

Action

Select the Add Tag/Tag Bundles button at the top of the panel at o ad then choose the Add Tag option.

The Add Tags window will open (shown with e) which will allow the user to create a new tag by entering
a New Tag Label and a Description. Tags must have a unique name in KDXplore, similarly to Traits. This
example demonstrates the creation of a tag known as HD which is describes as Human Damage.

Choose a Tag Bundle with the checkbox at 6 If there are no user-created bundles then there will only be

the All Tags bundle to choose (Note: Creating Tag bundles will be examined later).

4

Once the tag name and details have been entered then select the Save button at o

Once saved, the new tag will be added into the Tags Panel

2.4.2

Editing Tags

Previously created Tags can also be edited to better suit a Trial.

Table 2.17: Editing Tags

Step Action

1 To edit a tag, select the Description field by double-clicking in area o Note that tag names cannot be
edited following creation. To change the name of a tag, a new tag should be instead created.

2 Tags can be deleted by highlighting the tag and then selecting the Delete button at e

2.4. Manage Tags
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%s Trial Manager — O *
Tools Windows Help
g DOkl \ T
.Tr\als ‘.?.; Traits @ Tags
[Tag Label: RD
El + »’ % ’ Tag Description: Rat damage
Label Description
= All Tags
- BD Bird damage
- Discard disard germplasm
- DRY Drought in plot
~d EPP Number of havested ears per plot
- ERT+ Ear rot present on harvested ears- mild
-~ ERT++ Ear rot present on harvested ears- moderate
- ERT+++ Ear rot present on harvested ears- severe
- GV+ Germplasm value + good
- GV++ Germplasm value ++ very good
- GV+++ Germplasm value +++ excellent
- HBCIDE Herbicide damage
- LDG+ General Lodging in plots- mild
- LDG++ General Lodging in plots- moderate
- LDG+++ General Lodging in plots- severe
- MD IMechanical damage
e e ©
~dr retest retest germplasm
- RLDG+ Root Lodging in plots- mild
- RLOG++ Root Lodging in plots- moderate
- RLDG+++ Root Lodging in plots- severe
~dr SLDG+ Stem Lodging in plots- mild
- SLDG++ Stem Lodging in plots- moderate
- SLDG+++ Stem Lodging in plots- severe
- WET Waterlogging

Fig. 2.23: Editing a Tag
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2.4.3 Tag Bundles

The Trial Manager module also has the creation on Tag Bundles which, similar to the Traits Bundles, are Tags that
share a common theme and allows for better visibility and management of related tags.

2.4.4 Adding Tag Bundles

The steps below are an example of how to add a new Tag Bundle:

v Trial Manage - m] X
Tools Windows Help
TP T80 = & kdxplore/ T
.Trlal raits 0 Tags
A |Double-click on 'Description' to edit
hit] e Y W ¥
Label Description
= | All Tags
& BD Bird damage
& Discard disard germplasm
& DRY Drought in plot
& EPP MNumber of harvested ears per plot
& ERT+ Ear rot present on harvested ears- ...
& ERT++ Ear rot present on harvested ears- ...
& ERT+++ Ear rot present on harvested ears- s...
& GV+ Germplasm value + good
& GV++ Germplasm valu:
& GV+i+ Germplasm valui %y Add Tag Bundle X
& HBCIDE Herbicide damag
& HD Human damage |Filter: |Erter fragrent of Tag name
- LDG+ General Lodging|
b LDG++ General Lodging|1295 from bundle: Al Tags q Tags in bundle:  Enter Mame «
- LDGH+4+ General Lodging|
& MD Mechanical damé Label Description Label Description
-.& RD Rat damage  [BD |Bird damage
- & retest retest lasgjDiscard |digard germplasm
& RLDG+ Root Lodging in 2RY Drought in plot
B S
-SRI, RootEndgmaliy ERT+ Ear rot present on harvested ears- mild
& RLDG+++ Root Lodging in lepr, ¢ Ear rot present on harvested ears- mod...
& SLDG+ Stem Lodging inleRT+++ Ear rot present on harvested ears- severe
& SLDG++ Stem Lodging injev+ Germplasm value + good
& SLDG+++ Stem Lodging injGV++ Germplasm value ++ very good
& WET Waterlogging  JGV+++ Germplasm value +++ excellent
HBCIDE Herbicide damage
HD Human damage
LDG+ General Lodging in plots- mild
LDG++ General Lodging in plots- moderate
LDG+++ General Lodaing in plots- severe
Mechanical damage
Rat damage |
retest germplasm
Root Lodging in plots- mild
Root Lodging in plots- moderate
Root Lodging in plots- severe
Stem Lodging in plots- mild
Stem Lodging in plots- moderate
Stem Lodging in plots- severe
\Waterlogging
X Save
Enter a valid Tag bundle name

Fig. 2.24: Adding Tag Bundles

Table 2.18: Adding a Tag Bundle 1/2

Step Action

1 Select the Add Tag button at o It will give you the option of choosing to create a new tag or bundle.
Choose the Add Tag Bundle option.

2 The Add/Edit Tag Bundle window at e will open and there will be a list of available traits. If a required
tag is not available, the bundle can still be created and then edited later. Choose the tag required and select

the Add Tag arrow at o to add the selected tag to the new bundle. Multiple tags can be selected at once
by shift+clicking or ctrl+clicking (on Windows).
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%i Add Tag Bundle X

Filter: IEntEr fragment of Tag name J
Tags fi = All Tags ! Tagsin bundle: | Ear Rot <«
Label Description Label Description
BD Bird damage ERT+ Ear rot present on har...
Discard disard germplasm ERT++ Ear rot present on har...
DRY Drought in plot ERT+++ Ear rot present on har...
EPP

it on harvested ea

it on harvested ea

Ear rot present on harvested ears- severe

GV+ Germplasm value + good
GV++ Germplasm value ++ very good
GV+++ Germplasm value +++ excellent
HBCIDE Herbicide damage
HD Human damage
LDG+ General Lodging in plots- mild
LDG++ General Lodging in plots- moderate
LDG+++ General Lodging in plots- severe
MD Mechanical damage
RD Rat damage
retest retest germplasm
RLDG+ Root Lodging in plots- mild
RLDG++ Root Lodging in plots- moderate
RLDG+++ Root Lodging in plots- severe
SLDG+ Stem Lodging in plots- mild
SLDG++ Stem Lodging in plots- moderate
SLDG+++ Stem Lodging in plots- severe
WET \Waterlogging e

X I Save |

Fig. 2.25: Filtering Tags

Table 2.19: Adding a Tag Bundle 2/2

Step | Action

3 The Filter function at o allows for tags to be searched by tag names, and tags can be added from the
search results.

4 Pick a name for the bundle and enter it into the right panel 6 After adding tags and entering a name, the
bundle can be saved.

Note: Tags can exist in more than one bundle

2.4.5

Editing Tag Bundles

Similar to Trial Bundles, Tag Bundles can also be edited e.g. changing the name of the Bundle or adding Tags to the

Bundle.

Table 2.20: Editing a Tag Bundle

Step

Action

Select the bundle to be edited.

Select the Edit Bundle button at o on the toolbar. This will open the Add/Edit Tag Bundle window and
tags can be added as were previously done. If more tags were added to the bundle then they will now appear
in the left panel and can be selected.

To remove a Tag, select the tag to be removed in the right panel and select the Remove From Bundle button

«©,
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% Trial Manager — [m] X
Tools Windows Help
g | s = = kisplore/ %
Bl il 22 traits @ ags
4 [Double-click on 'Description' to edit
& + 710 v @

Label Description
= | All Tags
& BD Bird damage
- & Discard
- DRY % Add Tag Bundle
& EPP
& ERT+ Filter:  |Enter fragment of Tag name -
& ERT++
& ERT#+++ Tags from bundle: All Tags v q Tags in bundle: Ear Rot <«
& GV+
2 GVt Label Description Label Description
& GVa+s BD Bird damage e ested ears pe
& HBCIDE Discard disard germplasm ERT+ Ear rot present on harvested ...
2 HD DRY rought in plot ERT++ Ear rot present on harvested ...
& LDG+ umber of harvested ears per plot|[ERT+++ Ear rot present on harvested ...
Ear rot present on harvested ea...
& LDG++ Ear rot present on harvested ea...
& LDG+++ Ear rot present on harvested ea...
& NMD GV+ Germplasm value + good
& RD GV++ Germplasm value ++ very good
& retest GV+++ Germplasm value +++ excellent
.. & RLDG+ HBCIDE Herbicide damage
X HD Human damage.
X :gtgg:* LDG+ General Lodging in plots- mild
LDG++ General Lodging in plots- moder...
& SLDG+ LDG+++ General Lodging in plots- severe
& SLDG++ MD Mechanical damage
& SLDG+++ RD Rat damage
& WET retest retest germplasm
E' -RLDG+ oot Lodging in plots- mild
» EPP ‘RLDG++ oot Lodging in plots- moderate
RLDG+++ oot Lodging in plots- severe
:EEE} SLDG+ Stem Ladging in plots- mild
SLDG++ Stem Lodging in plots- moderate
& ERT+++ SLDG+H Stem Lud§m§ in Eluts severe
‘WT ‘Waterlogging
X Save

Fig. 2.26: Editing Tag Bundles

2.4.6 Removing Tags and Tag Bundles

If a Tag Bundle is not needed, it can be removed with the following steps below:

Bl rricis 222 Traite @ Tags
4 [Double-click on 'Description’ to edit
LI vy w |

Label Description
[+ All Tags

EarRotl ]

Number of harvested ears per plot

Ear rot present on harvested ears- mild

Ear rot present on harvested ears- mo...
Ear rot present on harvested ears- sev...

Fig. 2.27: Removing Tags and Tag Bundles

Table 2.21: Removing a Tag Bundle

Step

Action

1

Select the bundle to be removed.

2

Select the Remove tags icon. If you have selected a bundle there will be the option to Delete Tag Bundle.

3

Once this option is selected, a window will open to confirm the removal of the selected bundle.

Note: Once a bundle is removed, it cannot be restored.
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2.5 KDXplore - KDSmart Data Exchange

Note: This is a common help topic for both KDXplore and KDSmart.

2.5.1 Introduction

There are several methods of moving data into and out of KDSmart, such as Data - Import, Export, Backup. This topic
focuses on using KDXplore with KDSmart, which provides more time saving and productivity benefits for the user.
Previously, inbuilt software called KDXchange was used to exchange data between KDXplore and KDSmart. Both
applications have recently been updated to include integration with Google Drive which requires much less effort in
setup and whilst an internet connection is required, both devices do not need to be on the same WiFi network. Google
Drive is now the recommended method, however there may still be a need to use KDXchange so both methods are
outlined here. The following sections outline the steps required for exchanging data between KDSmart and KDXplore:

 Setup - Connecting KDXplore to KDSmart Devices; and
* Transfer - Moving data (Trials, Traits and Tags) between KDSmart and KDXplore.

Beforehand, a little background information is useful in understanding some of the technicalities before launching into
the task.

What is KDSmart and KDXplore?

KDSmart and KDXplore are two flexible applications in the KDDart platform:
KDSmart is used on Android tablets or phones to collect phenotypic data in the field for Trials or Nurseries; and

KDXplore is a multiplatform desktop/laptop application which fullfils several roles including managing data on one
or more KDSmart devices.

The following illustration depicts a simple trial data workflow for KDDart, however look to the centre to see KDSmart
and KDXplore’s role in the workflow:

KDDart Trial Data Workflow

Preparation Scoring =+ Curation, Storage & Analysis .

- -6
! & Traits Field PC/La) K TrialData
! i

Fig. 2.28: Example of the Trial Data Workflow
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Why Use KDXplore?

Whilst KDSmart can be used on its own using CSV files for data transfer there may be a need to upscale to multiple
KDSmart devices and larger trials. Using KDXplore benefits the user by improving data management and handling.
Some of these benefits are:

* Work more efficiently and productively with Trial and Nursery data offline (away from office networks or Inter-
net) using laptop or workstation, not just small screens of tablets or phones;

* Provides visualisation tools to assist with data exploration and review;

* Provides broader toolset coverage of the breeding cycle;

* Enables easier management and data exchange with multiple KDSmart devices;

« Retains data from each individual KDSmart device AAIJdownloadAAl with TableN ame/Operator/When details;

* Facilitates uploading data to a KDDart database when possible (i.e. when a connection to the office net-
work/Internet is available);

* Barcode production for printing to use with KDSmart barcode scoring;

* Facilitates improved consistency amongst multiple KDSmart devices with Trait and Tag editing and distribution;
* Viewing Traits used in different Trials; and

» The ability to exchange data whilst on site so that data can be curated as efficiently as possible.

A few setup steps are required, however this has been made as easy as possible. The communication software between
KDSmart and KDXplore is referred to as KDXchange.

Data Exchange - Google Drive Method

Google Drive is a quick and easy way of exchanging data between devices and requires little set up time. The example
provided will take you from exporting a Scoring Set from KDXplore to Google Drive, importing it into KDSmart,
exporting the Scored Data file to Google Drive, and then importing that file into KDXplore for curation.

The process of exchanging data will be described in the following steps:
1. Connect to the Internet
. Google Drive Setup
. Transferring Files from KDXplore to Google Drive

2
3
4. Transferring Files into KDSmart from Google Drive
5. Transferring Files from KDSmart to Google Drive

6

. Transferring Files into KDXplore from Google Drive

Step 1 - Connect to the Internet

Google Drive transfers will only work when devices are connected to the internet but they do not have to be connected
at the same time. For example, a user on KDXplore may export a Scoring Set to Google Drive which is uploaded
to their personal folder, turn off their computer, and then go out into the field and import that Scoring Set into to
KDSmart. For users who do not have mobile data on their KDSmart device or are in an area that does not have signal,
it will still be necessary to connect to WiFi.

For further information on setting up WiFi please see the Step I - Using WiFi section below.
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Step 2 - Google Drive Setup

As well as having an internet connection, you will need to have a Google account which gives you access to Google
Drive. A free account will provide 15gb of space which is more than enough for using with KDXplore and KDSmart.
To sign up or access Google Drive see .

This link will be usable on KDXplore, Android devices should have a Google Drive application that would usually be
already installed by default but can also be found in the Google Play Store.

Step 3 - Transferring Files from KDXplore to Google Drive

Once a Trial, Trait or Tag has been created, it needs to be transferred to a KDSmart device for use in the field. The
following instructions demonstrate how to transfer Trials (or other data) from KDXplore to Google Drive so that they
can be used in KDSmart.

& My Drive - Google Drive X

< c @ ® @ hitpsy/drive.google.com/drive/u/0/my-drive - 0w n o =

& Drive Q - 0 & = 0=
T agel - o X
My Driv

Tools Windows Help e
New
vied | Wy [ & Oz A1
Pl e 222 ras @ Tags
» B mybrive
= Y 4 | A croupby: B Trial sundie w v
2 N B
» CO  Computers Trial Name Acronym Planting Date L (LRI~ D)
=l All Trials Attribute Value
. X - BEI Batan - Plotid 20x15 202015 DTETEB 2018/02/06 el matze-vith-dat
e  Shared with me Bl Batan - Plotld 6x10 BSP-2015-NN-A5-EB 2018/02/06 Arc':m‘::* Maze-vith-data Q
B Example of Block Trial Block Trial 2018/01/31 Planting Date FRTOTE
Q®  Recent B Example of Nursery Scoring  NURSERY 2018/09/03 ErseToBkGE Plot
B Hunter -Salinity eflects on BRIAK-2016-H-Q17-AF 2018/03/20 ame for Column |Column
B KDSXsampleB_Specimen_CoLTWDS51001 [Row
Y Stared maizevithdatal ] iﬁi&(mwemem
B Rutherglen RDI : 10x6 JM-2015-RDIRG 2018/04/19 ) GENERIC
_ B Santiago Ixcuintla: 4x5 MC-2015-DRT1-SI 2018/01/27 :;"t Name Style [Trait:123
B  Trash B wheatwith-data 2015/01/21 TaiType
ddart Url
— ddart Username
Uses Traits 1 F = @ [
@  Backups Name For Block Block v
Name Datatype Description unit Validation Rule  When Download... Eﬂd T T B e
DTA days_obs |FLAPSED DAYS _ [Number of days f... days [-no timit- |
DTS_days_obs _|ELAPSED_DAYS _|Days to siking - ... [days [ono fimit- [
&  Storage [Earstivst_ears_plot [INTEGER [Ears harvested - .. lears/plot T by Source -
H o Height between ... (cm 30.200.00 [
ENTRY TYPE _TEXT
21.1MB of 15 GB used GW_g_ FieldWB _|DECIMAL Total veeight of s... grams/plot Samples for maize-with-data X E
Mol pc_STD _|DECIMAL ercentage of gr... jpct
UPGRADE STORAGE Y SN R output Filed C: Test Scoring Set,2018-09-11_134649 Tz 7
RLodg_pl_plot __|INTEGER The plants that s... |plants/plot o T ) @) @)Y (@) !
Slodg_plplot  |INTEGER The plants that s... |plants/plot O R @2 @ @ I
[Export: || Suppressed Samples || Deactivated Plots ;
Include Media Files [ ] For KDSmart-v3 7
DB Version 30 v ;
Close | Export | Export&Close

Fig. 2.29: Exporting a Scoring Set
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Table 2.22: Uploading Files to Google Drive

Step Action

transfer.

1. Ensure that Google Drive is opened in an internet browser and have KDXplore open to prepare for the

2. Choose a Scoring Set such as the one at o and then select the export button at 9

3. The Export window will display (as at e) which provides export options. Selecting the Browse button
will allow you to choose a location on the computer to save the Scoring Set to. Ensure that the radio button
for KDX file is selected so that it is ready to be used in KDSmart.

4. Select either the Export or the Export & Close options within the Export window and the KDX file will be
exported to your chosen location. A dialogue will open and ask whether you want to open the containing
directory - do this is you want to transfer the file to Google Drive right away.

been completed.

5. Click+Drag the file into the web browser with Google Drive opened and drop it to complete the upload.
The file should now appear in Google Drive and there will be a message which confirms that the upload has

e Drive X
&« c ® @ @ httpsy/drive.google.com/drive/u/0/my-drive O % m o =
. >
& Drive Q - o o=
My Drive ~ = 0
New
» B Myorive Google Drive lets you access your stuff on every
—J computer and mobile device.
» [0 Computers
= | KDXiiles - o X
&% Shared with me Home  share  View ]
u By FH select a
®  Recont Bk« B Move o~ | X Delete - Bl selectat
Wi Copy path L Select none
Copy i Copyto~ | =] Rename | New Pr
Y Starred [&] Paste sh: Copyt iR o story 7 Invert selection
Clipboard Organize New Select
W Trash A > ThisPC > Windows (C) > KDXfiles v O Search KDXiiles »
Name Date modified Type
&  Backups | &) maize-with-data,Test Scoring Set2018-0..11/09/2018 1:51 PM _KDXF
&  Storage o
21.1 MB of 15 GB used
UPGRADE STORAGE
tudio
source
v < >
Titem  1item selected 123 KB EH=

Step 4 - Transferring Files into KDSmart from Google Drive

Files that have been uploaded to Google Drive from KDXplore need to be imported into KDSmart. The following

steps will demonstrate how to open Google Drive on your device and choose files to be imported into KDSmart.
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D & p ¥4 0250
CIRLED > |+ ¢

) Filecsv

B File kdx

Hunter -Salinity effec
AK-2015-HI-Q17-AF

Santiago Ixcuintla: 4
MC-2015-DRT1-S ﬂ KDXplore 2

El Batan : Plotld,6x1( __
BSP-2015-NN-A5-EB

El Batan : Plotld,20x15 D

ZQ-2015-DT-E7-EB

Hunter -Salinity effects on BRIX: 3x4 D
AK-2015-HI-Q17-AF

Rutherglen RDI : 10x6 D

JM-2015-RDI-RG

Santiago Ixcuintla: 4x5
MC-2015-DRT1-SI

Example of Nursery Scoring
NURSERY

El Batan : Plotld,6x10
BSP-2015-NN-A5-EB

Fig. 2.31: Importing a Trial 1/3
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Table 2.23: Importing a Trial 3/3

Step Action

1. Navigate to the Trials screen and select the Import button at o

2. Select an import option - for this tutorial choose the File KDX option at 9 This will open Google Drive.

3. Select the KDX file to be imported such as the one at 9 in the below image. Then select the Open button
at 9 and the import will begin.

< 1 selected

Q maize-with-dat...
12.69 kB 2:36 PM

4. A successful import will result in the following screen. The attachment message indicates that there are no
attachments to the Trial.

Import Trial

Imported: maize-with-data
Attachment Count: 0
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Step 5 - Transferring Files from KDSmart to Google Drive

Once data is collected by scoring with KDSmart, the data will need to be transferred to KDXplore for curation. Step
5 will demonstrate how to transfer scored data for KDXplore using Google Drive.

> 8 p
S Trials

JM-2015-RDI-RG

Share

Santiago Ixcuintle
MC-2015-DRT1-SI Export To 2

Example of Nurse pelete
NURSERY

El Batan : Plotld,6 >~

BSP-2015-NN-A5-EB .
Grouping

Example of Block
Block Trial Random Demo Data

El Batan : Plotld,2 Add Trial
ZQ-2015-DT-E7-EB

Rutherglen RDI : 1 Help

JM-2015-RDI-RG

Example of Nursery Scoring
NURSERY

Example of Block Trial
Block Trial

maize-with-data

No Acronym

Fig. 2.34: Transferring a Trial 1/5
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Table 2.24: Transferring a Trial 5/5

Action

On the Trials screen in the above image, ensure that the Scored Trial that you want to transfer is selected

and then choose the Options button at o and then the Share option at e

The Choose Export Option window will then be displayed as seen in the image below. Select the Full

Data for KDXplore option at 0

Choose Export Option

Full Data for KDXplore
Full Data in Zip
Only Scores: Plots (CSV)

X

You will be presented with options for sharing the KDX file. Select the Save to Drive option at 0 in the
below image.

Sharing

v @
& | ™M 2

Copy to Save to Drive Gmail Upload to

. KDXplore - KDSmart Data Exgange- Photos

O O o

Add to Maps Messages Messages YouTube
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Step 6 - Transferring Files into KDXplore from Google Drive

The final step is to load the Scored Trial from Google Drive into KDXplore. This will allow the user to curate and
analysing the scored data.

Google Drive

c @

L Drive

» B MybDrive
» O Computers

%  Shared with me

©  Recem

Y Starred

W  Trash
@ Backups
<  Storage

21.1 MB of 15 GB used
UPGRADE STORAGE

Q

@ @ hitpsy//drive.google.com/drive/my-drive

...Qﬁ

v no @ =

i Trial Manager o o X
My Drive ~ Tools Windows Help
i | oot \7]
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[Moi_pct__STD | DECIMAL ercentage of gr... |pct 0 GW_g__FieldWB. I I
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Fig. 2.39: Downloading a Trial from Google Drive

=

=
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Table 2.25: Import Trial Data

Step

Action

Ensure that Google Drive is opened. If it is not, then
there is a Google Drive button in KDXplore which will

open it in a browser. This button is located at o in the
above image.

Choose any file such as the one located at 9 Right-
Click this file and then choose the Download option.
This will download the file to the default location for
your browser (e.g. The Downloads folder).

Click+Drag the downloaded file (such as the one o
in the below image) to the Trials panel in KDX-
plore. This will display the Load Trial Data win-

dow at 0 The Download button can also be
selected to display the Load Trial Data window.

TS

Séléct/highlight the file you want to import, select a
Source device, and then enter the Name of the Device
User.

Select the Import button at o to complete the import.

Data Exchange - KDXchange Method

Whilst the Google Drive method is now the recommended method for exchanging data between KDXplore and KDS-
mart, KDXchange is still provided as a backup method for exchanging data.
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Setup - Connecting KDXplore to KDSmart Devices

Connecting Devices has three steps.
Step 1 - Using WiFi
KDXplore and KDSmart devices connect and synchronise data using a WiFi network.

The KDSmart device(s) and the KDXplore laptop/PC must be connected and visible to each other on the same
network (i.e. same wifi connection). This is a networking requirement and not a limitation of KDSmart/KDXchange.

Note: Depending on the network configuration, there may be times when your PC/Laptop is connected to a wired
network (not on WiFi) yet will be able to connect to KDSmart devices on WiFi.

Tip: Many organisational IT policies lock computer settings preventing the set up or activation of your own WiFi
Hotspot without needing Administrator user access on the computer. Before traveling to 4AYthe fieldAAZ we suggest
you prepare, test and become familiarised with this means of connecting devices. Seek support in your organisation if
needed.

Fig. 2.42: KDSmart - WiFi Connection Warning Example

If the message above is displayed try the Connect Anyway button, however this may result in mixed success. Only a
couple of tries is needed!

In the Field - Your Own WiFi Hotspot

When a WiFi network is unavailable at your location, a portable WiFi hotspot can be created on your Laptop (if it
has that capability). The connection can then be shared with your other KDSmart devices using KDXchange (see the
above tip).

The KDXchange Window

The KDXchange window can be found by opening KDXplore on a PC and then opening the Trial Manager module

>k
L
TEEh

&=t

Trial Manager .

by selecting the icon. Once the module is open, select the KDXchange Server v "d icon.

The following image displays a section of the KDXchange screen highlighted to show the following areas:

. o Connection panel is where the options to connect devices are located. This includes the IP Address where
the KDXchange server will be created.
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. e KDXplore panel links KDXplore from the user’s computer. This means that the list of Trials, Traits, and
Tags that are on the user’s version of KDXplore are displayed. The user will need to choose between either the
Trials, Traits or Tags to be selected.

. 0 KDSmart Devices is a list of all the KDSmart devices that are connected to KDXchange or are available
for connection. The image demonstrates that a device named ‘Galaxy S8+ from the user named ‘Tester’ is

currently connected.

. o Device is a panel which displays data from the currently connected KDSmart device.

Fig. 2.43: KDXchange Main Window

Note: KDXchange server software in KDXplore and KDSmart enables them to communicate and needs to be kept
running on the pc/laptop until any synchronisation tasks between the devices has completed. Also the devices should
be kept in close proximity whilst connected. Once tasks have completed the KDXchange server can be stopped.

Step 2 - Prepare KDXplore/KDXchange

Step 2 involves preparing KDXplore on the laptop/pc to communicate with KDSmart devices. The following steps
must be performed on the laptop/pc:
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® strtf(D) stop Start server to see Address [keepontop £

KDXplore Messages
Trials Traits Tags

Trial Name Acronym Planting Date
(= All Trials ~
i B El Batan - Plotld, 20x15 ZQ-2015-DT-ET-EB 2018/02/06
H El Batan : Plotld,6x10 BSP-2015-NN-A5-EB 2018/02/06
i~ M Example of Block Trial Block Trial 2018/01/31
M Example of Nursery Scoring NURSERY
i @ Hunter -Salinity effects on BRIX: 3x4 AK-2015-HI-Q17-AF 2018/01/17
+- M KDSXsample8_Specimen_Count_and_d:TWDS51001
i M maize-with-data 2015/01/21
i Rosewarthy 2014 14R hd
id .
- Please Confirm Netwark and Port Number X
KDSmart Devices (@ {AFTOP-RI3R613E/10.8.8.12 () Other
3 127.0.0.1
= &x O/
— (0 /192.168.0.10 Port:|  11424/%
Action Device N... Operator Cancel ok

Select Device for details

Fig. 2.44: Confirm Network/IP Address and Port number

Table 2.26: KDXchange connection to KDSmart devices

Step | Action
. LT

)

T3 L
2.1 On the Laptop/PC start KDXplore and select the Trial Manager Trial Manager icon
(KDX)
2.2 Select the KDXchange Server v "ﬁ icon at top of the Trial Manager window to open
(KDX) | KDXchange.
2.3 Select the Start button ( or Shift Start to enter address and/or port number) which is located at o on
(KDX) | the above image.
2.4 The Network/IP Address and the Port number need to be confirmed. The selected Network/IP Address

(KDX) | in this example is different to that of another computer. The IP address of the computer running
KDXplore (suggested by default), is usually fine but can changed if required. Select the OK button in

the window at e to confirm this IP Address. The Port Number usually should be left at the default
setting, however if it is changed, both KDSmart and KDXplore must have the same port number. Once
OK has been selected, the window will disappear and the program will start listening for devices which
means that it is scanning for available devices on the Wi-Fi network.

25 Once KDXplore is listening for devices, there will be a message displaying the IP address and port

KDX
( ) number at o in the following image. By selecting the Stop button at e, the user can stop KDXplore

listening for devices.

Server

(2 [DE /2 192.168.0.10:11424

KDXplo ges

N
a
A
o
FY
[3:]

ptore=KDSmart Data Exchange
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Step 3 - Preparing KDSmart Devices For Upload/Download

Step 3 involves connecting one or more KDSmart devices via WiFi with KDXplore on the laptop/pc. These ‘connec-
tion’ steps are common to both Upload to KDXplore or Download from KDXplore and for Trials, Traits or Tags.
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Table 2.27: Allowing KDSmart devices

Step Action

3.1 (KDX) Ensure that the KDXchange server is listening for any
KDSmart device(s) from the previous Part 2 steps (as
demonstrated above).

3.2 (KDS) From the home screen on each KDSmart de-
vice, select the appropriate Trials, Traits or Tags
panel then select the Connect button as seen

in o then choose the KDXplore icon at e

S Trals

~ All Trials

BRIX:

Hunter -Salinity eff B A
RIX: 3x4 =

mple of Nursery Scoring
of Block Trial

ith-data

ial type

3.3 (KDS) A dialogue box asking whether to continue will

appear. Choose the tick at o to continue.

3.4 (KDX) Return to KDXplore on the PC/Laptop and at o, the
KDSmart device will appear as Pending which means it
is ready to connect. To connect the device, select the

rt Devices

Allow button shown at 9

If multiple KDSmart devices were to be connected and
the same process was performed on them, the Device

panel at o would also list those devices.

3.5 (KDX) A dialogue box will open which will ask for information
about the device as seen in the following image:

< | Provide Device And Operator [.. X
Source: |Galaxy 58+ || Add...

Name of Dégice user:

Cancel

Enter the name of the user in o and then select the OK

at
3.6 (KDX) Once user information has been entered, the
device connection is complete. The KDX-

plore will should look like the following image:
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The Device panel will display the device as Accepted and the data from both the connected computer and KDSmart

device will appear in panels 9 and .

Transfer - Moving data (Trials, Traits and Tags) between KDSmart and KDXplore

Transferring KDSmart data to/from KDXplore requires KDXplore and the KDSmart device(s) to be connected and
waiting to transfer files.

The steps in the previous section, Setup - Connecting KDXplore to KDSmart Devices must be performed first before
proceeding here.

Battery - Power Saving

When a WiFi connection between KDSmart device(s) and KDXplore is established the power saving options on
the device(s) may be overridden and the devices could remain on. If needing to conserve battery power on the
phone/tablet/laptop it may be advisable to stop the connection once data transfers have been completed.

From KDXplore to KDSmart

The following image and table show the steps required to perform a KDXplore to KDSmart File transfer.

[&] KOXchange v-2.03 - m] X
Server
® st @ stop £} 192.168.0.10:11424 &) Select KDXplore Datasets to Upload x [Jkeepontop LI
KDXplore Messages
2 Uploa... Trial ToDevi... Opera... SamplesFrom  # Sampl... I
Trisls Traits Tags |wheat-with-d... [Galaxy S.. Tester _[Database 1 700,
il

Trial Name Acronym
£ Al Trials e

B El Batan - Plotld 20x15 20-2015-DT-E7-E8

- El Batan : Plotld,6x10 BSP-2015-NN-A5-EB

B Example of Block Trial Block Trial

B Example of Nursery Scoring NURSERY

B Hunter -Salinity effects on BRIX: 34 AK-2015-H-Q17-AF

M KDSXsample8_Specimen_Count_and_data for_every_subplot ~ TWDS51001
M maize-with-data

Select a single Trial above to see a list

i : gosewoz:v ggl‘g ;&)RSEWE of the Traits that may be sent to the ADSmart device.
B Roseworthy

B Rutherglen RDI - 10x6 o JM-2015-RDIRG x| Upload |

M Santiago Ixcuintla: 4x5 MC-2015-DRT1-8I 2018/01/27

wheat-with-data

& M Galaxy 58+
pevice ud | W <
Action Device Na... Operator Status KDS Version .T”a‘s Bea s 0 Ta
= g5
Trial Name Alias Planting Date
(= All Trials -
M El Batan - Plotld 22Q-2015-DT-ET-EB 09/04/2018
M El Batan - Plotld (BSP2016NN-ASEB  00/04/2018
M Example of Block Block Trial 03/04/2018
-~ M Example of NurseNURSERY
- M Hunter -Salinity efAK-2015-H-Q17-AF 20/03/2018
8 maize-with-data 21/01/2015
-~ M Rutherglen RDI : "JM-2015-RDI-RG 19/04/2018
' M Santiago IxcuintlaMC-2015-DRT1-SI 30/03/2018

Protocolverson:2
O

Online

Fig. 2.51: Transfer Steps - KDXplore to KDSmart
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Table 2.28: Transferring data from KDXplore to KDSmart

Step Action

1 Select an item e.g. the Trial namesd ‘wheat-with-data’ that is shown at o in the above image.

2 Once the item is highlighted, select the KDXchange Server v :ﬁ icon at e to start the transfer of
data. Another method of choosing files to transfer is to click+drag an item such as a Trial to the KDSmart
device. This method of transfer can work for single files, or for bundles of Trials, Traits, or Tags.

3 The Dataset Upload window will open and files that have been selected will appear in it. The purpose of

this window is to confirm the upload of datasets. Select the checkbox as seen at e and then select the OK
button at o to finalise the upload.

From KDSmart to KDXplore

The steps outlined in the following image and table describe how to transfer Trials, Traits, or Tags from KDSmart to
KDXplore when they are connected using KDXchange.

|£J KDXchange v-2.0.3 - O X
Server
® stert @ stop €1 192.168.0.10:11424 Ckeepontop £

KDXplore  wessages

Trials Traits Tags

4| Trials from Galaxy S8+ X
Trial Name Acronym Planting Date 12 e
= All Trials Confirm Trial Transfers: 1 A
B El Batan - Plotld 20x15 2-2015-DTETEB 2018/02/06 | Trial Status
B El Batan : Plotld,6x10 BSP-2015-NN-A5-EB 2018/02/06  |wheat-with-data Ok to collect
B Example of Block Trial Block Trial 2018/01/31
B Example of Nursery Scoring NURSERY
B Hunter -Salinity effects on BRIX: 3x4 AK-2015-HLQ1T-AF 2018/01/17
B KDSXsample8_Specimen_Count_and_data_for_every_subplot TWDS1001
B maize-with-data 2015/01/21
B Roseworthy 2014 1R
B Roseworthy 2015 ROSE15
B Rutherglen RDI : 10x6 JM-2015-RDIRG 2018/02/16 x | colea || v
vi'e
KDSmart Devices
& & Galaxy S8+
=
Action Device Na... Operator Status KDS Version .TF\H\S 4‘?’5? Traits b Tags
Trial Name Alias Planting Date # ENTRY_NO ~
S| Al Trials «cD
" BEI Batan - Plotld :ZQ-2015.0T-E7-EB 09/04/2018 «SD
BEIBatan : Plotld (8SP-2015-NN-ASEB  09/04/2018 @ REP_NO
B Example of BlockBlock Trial 03/04/2018
B Example of NurseNURSERY )
B Hunter -Salinity efAK-2015-HI.Q17-AF 20/03/2018 Traits Used
M maize-with-data 21/01/2015 .
M Rutherglen RDI : "JM-2015-RDI-RG 19/04/2018 ‘@ Days_to_maturity

# DAYSHD

_ g0 [xcuintlalyl 0 & 0/0 018
wheat-with-data| | 2 | 01/ 2015

@ EGRAM 1 0 INC
@ GERMI_STD_pct

@ GRNYLD ¢ p!
@ GRNYLD_{ fa
@ Plant height e
Protocol verson:2
Online o]

Fig. 2.52: Transfer Steps - KDSmart to KDXplore
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Table 2.29: Transferring data from KDSmart to KDXplore

Step Action

1 Select an item e.g. the Trial named ‘wheat-with-data’ that is shown at o in the above image.

2 Once the item is highlighted, select the KDXchange Server v "ﬁ icon at 9 to start the transfer of
data. As with the KDXplore to KDSmart transfer, files can be transferred by click+drag.

3 A Confirmation window will appear. Select the Collect button at 0 which will confirm the transfer and
the Trial will then be copied into KDXplore.

Finished - Disconnecting Devices

When a KDSmart device is connected any touches to the KDSmart window, accidental or otherwise, may cause the

following warning to display:

Fig. 2.53: Disconnection Warning
If disconnection is unintended, select the X button to dismiss the message and continue, otherwise select the tick to
confirm.

Disconnection can also be achieved using the Stop button adjacent to the Run button in the below image. Either
method will return KDSmart to normal operation and close the connection.

Fig. 2.54: Disconnection Warning

Tip: After disconnection of KDSmart device(s) the KDXchange server will still be running on the PC/Laptop. Whilst
this is still running reconnection of a device can be quickly achieved.

The KDXchange server can be stopped when data transfers is finished.

2.6 KDSmart/KDXplore - CSV Import File Formats

To find information on importing CSV file formats, follow the link to the following KDSmart Help topic which will
open in a new tab.

2.7 Curation

Curation is the aspect of Trial Manager that allows for exploration, visualisation and QC/QA checking of phenotypic
data. Entering curation with a new dataset, the aim is to assess data and either accept values from a device as quality
information, or to correct values potentially using another data source. This can also be done by editing values
manually. The result of curation is phenotypic data that has been pushed to the offline database of KDXplore as
known values for the selected Trial and for later export if wished. See below for how to access Curation.
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Wi Trial Manager - a X
T indows Help
0 © @ kdxplore/ AT
Bl 7es |24 traee £ Tags
i Group by: P Trial Planting year Y | i § | rial Details
LRl B
Trial Name Acronym Flanting Date = ‘ (L7} )
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B El Batan - Plotid 20x15 7Q2015DTE7EB  2018/02/06 ; | - :
-8 E1 Batan - Plotld,6x10 BSP-2015-NN-AS-EB  2018/02/06 Trial Name lHunter -Sal “y’ ects on BRIX: 3x4
B Example of Block Trial Block Trial 2018/01/31
B Example of Nursery Scoring NURSERY |
B Hunter -Salinity effects on BRIC 3xd  AK-2015-HLQ17-AF  2018/01/17 ame for..|Fanel 1}
B Rutherglen RDI - 10%6 JM-2015-RDIRG 2018/02/16 ame for...[Row |
B Santiago Ixcuintla: 4x5 MC2015DRTH-SI  2018/01/27 rial Lay... [Origin: (Lowerieft)
No Planting year organism [GENERIC
= 2018 rait Na... [Trait:123 )]
| Bl Batan - Plotid 20x15 202015-DTE7EB  2018/02/06 (o __pe g
B El Batan - Plotid 6x10 BSP-2016-NN-AS.EB  2018/02/06 ddart un
B Example of Block Trial Block Trisl 2018/01/31 ”
lote (There should only be Traits for Plots in this Trial It has Plotids as well as X (Panel...
M Rutherglen RDI - 10x6 2015 ROFRG 2018/02/16 Name For...[Block
M Santiago Ixcuintla: 4x5 MC2015DRTH-SI  2018/01/27 Plot Iden... Plot/Panel/Raw
[kddart T...
IlriaIEmi
- = Plot Ident .. |Plot[1, 12]; Panel[1,3]; Row[1,4]
(seshiia = VLZ + | = & [Pt court 12
ndividua.
Name Datatype Description unit Validation Rule | [SiteName _|[Hunter Rich
APEX/Berry INTEGER lossom end of t...|cm .20 Cordon 2 valugs
BRIX INTEGER A measure of sol...|degree .40 Genotype |3 values
EC_1:2 E( IAL Salinity: in milliS... mS/cm ..100.00
EC_a ECIMAL salinity: ms/cm;...| mS/cm ..100.00
IRRIGATED AT ate Irrigated date)
NDVI 3 DECIMAL [NDVT 3 weeks af.. ..1.00 Bold & Blue: double-click Value to edit Trial Attribute Plot Attribute
PH_SOIL INTEGER |Soil Acidity ph 1.14
Measurements by Source _— b =+ @
Galaxy S8+
Trait Instance Curated @2016.03.08
APEX/Berry ! /
APEX/Berry:2 I i
BRIX ! /
EC 1:2 I /
EC_1:2:2 ! /
EC a I /
EC a: I /
IRRIGATED I /
IRRIGATED:2 I /
NDVL: I /
PH_SOIL I /
PH_SOIL:2 I /
Fig. 2.55: Accessing Curation
2 .
To access Curation:
Table 2.30: Displaying the Curation Window
1 Curation can be located by entering the Trial tab of Trial manager at o

Select a Trial by clicking on it to display the Trial information.

3 Either double-click on the Trial, or select the Edit Current Trial button at e to open the Curation
window.

. o Curation Messages panel which displays information and messages about events that are occurring in the
Curation window.

. e Values panel displays information on selected sample values and allows for the editing of values.

e Plot Info & Traits panel lists all Traits that are in the Trial and contains checkboxes that are used to select
Traits that can be used in curation.

* The Curation Samples panel displays all information on the selected Traits and samples within two tables:

- o Trait Instances table lists all selected Traits that are included in the Trial. There is a colour associated
with each Trait Instance which remains consistent across visualisation tools and highlighting.

- 6 Curation Samples table displays all sample measurements from selected Traits.
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Fig. 2.56: Curation Window

2.7.1 Plot Info & Traits

The Plot Info & Traits panel lists all Traits that are included in the Trial that is being curated and plot information i.e.
Plot numbers. The purpose of this panel is to select Traits and plot information that can be displayed in the Curation
Sample panel. The checkboxes allow for quickly changing what is displayed to the user. Any changes to the items
selected will be evident in the Curation Messages window. To select items, the user can:

@ © —

e o Column
1
2
3
4
8 Traits l £ I g I - I l|:| Data Entry Mode 2
Vie... Attribute/Trait Field Value(s) g
| Column 9
] Row 10
GID 1
DESTENATION 2
ENTRY NO 3
REP_NO 4
FLOT_NO 5
~| I |(p) EH_cm 3
| |7 |(p) ENTRY_TYPE 7
| I |(p) EarsHvst ears plot 8
M (p) GW_g__FieldwB 9
~| I |(p) Moi_pct STD 10
~| 1 |(p) PH_cm 1
~| |7 |(p) RLodg pl plot 4
| Im|(p) SLodg_pl_plot 3
= | l(p) DTA days _obs 3
= | |(p) DTS_days_obs 5
6
7
' means muliple different values 8

Fig. 2.57: Plot Info & Traits

To display any information about plots and Traits:

2.7. Curation 52



KDXplore Documentation, Release Beta 1.1.x

Table 2.31: Displaying the Plots and Traits Information

Step Action

1 Select a checkbox to an associated Trait or Plot Info as represented in o

2 If it is desirable to choose all traits, then select the Check Traits button at e Plot Info can also be
selected by holding down the shift key before selecting the button. Holding down the ctrl key and then
selecting the button will result in only Plot Info to be selected.

3 The Uncheck All Traits button at 6 will uncheck all Traits that are currently chosen if it is selected. Plot
Info will also be selected by holding shift and only Plot Info will be selected if holding ctrl

4 By selecting the Check Selected button at o will only select Traits that are highlighted.

5 The selection of the Data Entry Mode checkbox will allow the user to choose Traits that they can use for
the entering of new data.
6 Once The desired Traits have been selected, they will appear in the Curation Samples panel.

2.7.2 Sample Table

Once Traits have been chosen in the Plot Info & Traits panel, they will appear in the Curation Samples panel and
are displayed in both the Trait Instances table and the Curation Samples tables.

Curated Values appear in the sample table as Bold.
Missing Values appear as an Empty cell.

The example below demonstrates how to open the Curation Samples panel and how to use different aspects of it:

¥ Curating: maize-with-data - o X

File Edit View Graphs & Plots Problem

B o B]L]a

Curation Messages Clear Follow

Added RLodg_p1_plot ~

Trait Value Sample Data ¥ ™ curation Samples
Trait Instances > Column sizing Resize All Columns ~
Name DataType Max Min # samples Mean Median o Q # Outliers i
Select Values for a single Column in Samples Table 5 o | ) ox) o 184 a4 o 61 3
(after choosing Trait Instances) [ (p) GWg_F.| % DEC_ 7650 300 %] 7400 560.0 o5 3000 7]
(p) Earsth T 21 2 o 12 13 15 10 1.
(p) ENTRY_T. BT T 92| [T
'Showing All 92 Hide Inactve Plots ] Un-curated [ priy Scoredf 9 | > | Column sizing Resize All Columns v
Plot Info & Traits [] B 2= (] pata Entry Mode
‘Column Row EH_m PHcm Slodg plplot _RLodg_pl plot Mol_pct_STD GW_g_FieldWs EarsHvst_ears... _ENTRY_TYPE
Vie..  Aftribute/Trait Field Value(s) 1 1 138.00 2030 T s 144 500 ) A
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Fig. 2.58: Curation Samples

 Each Trait that appears in the Trait Instances table (such as the EH_CM Trait in 0) will correspond to a Trait

that is in the Curation Samples panel (as seen in e).
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* To present information on a specific Trait in the Curation Samples panel, double-click any trait in the Trait
Instances panel.

* The options in area o allow the user the choice for displaying sample information;

¢ Hide Inactive Plots allows for hiding plots which have been marked as inactive.

¢ Un-Curated will only include samples that have been curated.

* Only Scored displays only samples that have so far been scored.
* The Help button at o has a help guide to the Curation Window.
* Values that are in the database have a symbol represented by 3 blue bars (e.g. e). Values from devices are

shown with a red corner (if no value has been selected). When there are multiple values from different sources
a yellow caution triangle is visible in the top left corner of each cell.

Showing All 92 [] Hide Inactive Plots [ | Un-curated [ ] Only Scored ? +—+  Column sizing Resize All Columns -
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Fig. 2.59: Curation Samples

There are some options for Trait samples that are available to the user in the Curation Samples shown at o that can
be reached by selecting either singular or multiple values, and then right-clicking the values:

* Accept/Supress Values will either accept values as being valid, or supress values that the user deems as invalid.
If this option is chosen then a dialogue box requesting information on the reason why it has been either accepted
or supressed will appear.

¢ Activate Plot/Reactivate Plot will deactivate an entire plot e.g. column 6, row 1 at e Note that a deactivated
plot will be ‘crossed out’. Deactivated plots can be reactivated by choosing the Activate Plot option.

* Heatmap/Scatter Plot/Box Plot creates a visualisation of the selected data. More will be explained about
visualisation in the future.

* Inspect Plot opens the Plot Inspection window.
Plot Inspection
The Plot Inspection window displays a visualisation of a comparison of selected Traits from selected plots. It is highly

customisable, and can be saved as a .PNG file or printed directly from KDXplore. To access the Plot Inspection
window, simply righ click a value or mulitple values, and choose the Inspect Plot option.
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Fig. 2.60: Plot Inspection

. o displays the visualisation of the plot comparison. It will change dynamically as different options are chosen.
By right-clicking this window, there will be the options to change the properties of the visualisation, zoom in/out,
print the displayed image, or to save a copy.

. e displays the Attributes and Trait Values of the selected plot. The user can choose any other plots that are
included in the visualisation but only the information of one plot can be displayed at one time.

. 0 the Axis Scale enables for the user to change the output of the visualisation based on varying options for
the dataset e.g. the observed range of all Traits on the selected plots.

. o contains basic cosmetic display options.

2.7.3 Curating Measurements

One of the primary functions of the Trial Management module is to curate data that is collected from the field before
it is uploaded to KDDart. Values can be curated in a number of different ways in KDXplore. Once a value is selected,
typing a value will immediately fill the cells and this must be confirmed by pressing the Enter key. Values can only be
curated to values included by their validation rules, E.g. for EH_CM with a validation rule of (30...200). KDXplore
will not let the user choose values that are below 30 or above 200. Simple statistics can be displayed when there are
multiple sample sources for the selected measurements. These statistics are displayed in the Trait Values panel.
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Single-Selection Curation

The most simple way to curate Trial data is to curate a single value. The examples below demonstrates how to curate
a single measurement.
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Fig. 2.61: Curation of a Single Sample
Curating a single measurement can be done by:
Table 2.32: Single Selection Curation
Step Action
1 Select a single measurement such as the one at 6 This will display the measurment information in the
Values panel at e

2 Enter the new value into the text-field at 6 You will be able to see that as you type this value, the
corresponding value in the Trait Instances panel will also change in real time.

3 It will not be set permanantly until you select the Set Value button at o

All previous changes and edits are listed in the Values panel as seen below:

If the user would like to make a change to a previous edit, then they can choose that particular section and edit that
e.g. If a value is set to missing and then the curation is saves, there is no option to undo the changes in values. In this

situation, the user can select the particular edit such as o, and then delete the change (at e) which will revert the
sample value to its original value.

Multi-Selection Curation

The Value panel also has the functionality of displaying multiple samples at once. This allows for the selection of
multiple samples to curate at once and can make curation of multiple samples easier and more efficient.
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Fig. 2.62: Changing a Curation Edit
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Fig. 2.63: Curation of Multiple Samples
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In the above image, the user has selected multiple samples in o and they are all displaying in the Values panel in

9. Samples are curated the same as in Single-Selection Curation, however there are additional display options such
as the ability to display/not display curated and un-curated values.

Trial-Wide Curation

Specific Trait instances can be curated across the entire Trial. The below example provides an example of how to
access this function.

Trait Value | Sample Data o

 Change All Sampl

Device Date Loaded Operator  # Samples  # Traits

Curated : [/] Suppressed Samples [] Accepigd Samples | P
Uncurated
Values for Trait:[ENTRY_ TYPE U] set values

Select Data Source Above to Set Valves.

Fig. 2.64: Curating All Values of Trait Instances

Navigating to the Sample Data tab of the sample editor panel seen in area o, the dataset available for the trial can

be seen. By Selecting a dataset that is not the database set such as in e, sample measurements for one, or multiple
selected Trait instances can be curated for the entire trial. Select the Trait instance or option by using the drop down

seen in area 0

Warning: If changes to samples are made, then they need to be saved which can be done when exiting the
Curation window and or by choosing the Save button at the top of the window.

2.7.4 Accepting/ Supressing Measurements

A quick and simple way of curating measurements is by accepting or suppressing values. It will be necessary to accept
values if there are measurements from multiple devices in the dataset. The accepting is the choice of one of the values
as the correct one and supressing a value marks it as the incorrect value.

This can be done by right-clicking on a sample as in o and then either choosing Accept Values(s) like in 9 or

Suppress Values(s) as in o This will open a dialog (as seen below) where the sample source can be accepted or
supressed. This is where you select a device (or data source) from the drop-down menu.

Accepting a measurement
Supressing a measurement

Values can also be accepted from visualisation tools, as seen below. Specific visualisation tools are covered in the
following sections.
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Fig. 2.65: Accepting or Supressing Measurements
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Fig. 2.66: Accepting Sample Measurements From Curation Table
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Fig. 2.67: Supressing Sample Measurements From Curation Table
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Fig. 2.68: Accepting Sample Measurements From Visualisation Tools
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Note: if there is no sample source for values the curated values of cells will be changed to MISSING.

2.7.5 Saving Measurements

Any changes made to Trial data in the Curation window will need to be saved to take effect. When sample measure-
ments are curated in KDXplore they do not become the “database” value for that plot until they are saved. Before
exiting curation, if changes have been made a dialog will appear confirming exit-without-save. All device measure-
ments will still remain once curation is complete.

YW Cura aize-with-data
EdjfView Graphs & Plots Problem
nsaved chai

Added EH_cm

av

Trait Value Sample Data :

= I

Fig. 2.69: Saving Sample Measurements

Accepting sample measurements from visualisation tools

Select the Save button at 9 to save the curated values into the KDXplore offline database. Measurements can also
be saved by selecting the File option at o The Curation window also displays the amount of changes that have

been made in o which can inform the user as to whether they need to save or not. The Undo/Redo buttons at o
allow changes to be undone or redone.

2.7.6 Curation Export

Data from Trials can be exported from KDXplore through the Curation Export function. This allows for data to be
more easily curated in the Trial Management module and then exported as a file so that it can be shared with other
devices. The image below provides an example of how data might be exported.

Curated data can be exported by:
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Exporting Sample Measurements

2.33: Exporting Curated Data

Step

Action

Select the Export button seen in area o This will

open the Export Curated Data window as seen at e

Either enter a desired file path into the text-field, or se-

lect the Choose button in o Toto choose a location for
the exported data.

Choose a name for both the X Axis and Y Axis in o
The default name for these axes are Column and Row,
and by choosing the Use Names From Trial button will
allow the user to set their own names for these axes to
the exported data.

Determine the options for:

* Plots - Whether to export all plots or only selected
plots.

* Inactive Plot Values - How the export will treat
inactive plots.

* Plot Attributes - Shows that all plot attributes
will be exported.

 Trait Instances - Whether to export only Trait in-
stances with data, those that are selected, or all.

* Operator Info - The choice to export the name of
the Operator e.g. Tester

The area in e allows for setting particular values when
exporting. The Use/Show Defaults button will set the
default value for each field e.g. the Missing Values field
will be set to MISSING.
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2.7.7 Show Outliers

The ability to display outliers in data measurement will enable the user to determine possibly incorrect or notable
measurements. The example below demonstrates how to display outliers for a particular Trait.

—
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Fig. 2.71: Displaying Outliers
This can be done by:

Table 2.34: Showing Outliers

Step Action

1 Right-clicking a trait in the Trait Instance table (i.e. 6), the option to Show Outliers can be selected

from the menu.

2 Selecting this will display the values of outliers in a dialogue that is opened at e It will also highlight the

outlier measurements in the Curation Samples table and visualisation tools at o

2.8 Visualisation Tools

KDXplore’s Trial Management Module provides users with a variety of data visualisation options.

[ [D]~] B[] [

Fig. 2.72: Curation Options

Visualisations for Trait Instances can be generated from both Trait Instance tables, the Curation Sample table, or
from the tool bar at the top of the Curation window. Simply right-click a Trait Instance in the Trait Instance table

2.8. Visualisation Tools
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or a group of samples in the Curation Sample and select the intended action e.g. Heat map. The following examples

will detail the steps for creating each type of visualisation.

2.8.1 Heat Map

The Trial Management Module can create a Heat-Map which is a representation of the experiment data that is displayed

as varying colours.
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Fig. 2.73: Heat Map Generation

To generate a heat map:

Table 2.35: Generating Heat Maps

Step Action

1 First select the Heat Map button at o This will display the Heat Map window at 6

Column and Row) by default. Select a trait instance and then the Value button at o

Select both the axes and a value to display. The axes are set to the X and Y axis (which in this case are the

3 Once the desired values have been chosen, select the Create Heat Map button at o

4 This will display the heat map in a separate window at 6

2.8.2 Scatter Plot

The Trial Management module also has the function of creating a Scatter Plot to represent experiment data.

To begin creation of a scatter plot:

2.8. Visualisation Tools
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Fig. 2.74: Scatter Plot Generation

Table 2.36: Generating Scatter Plots

Step

Action

Select the Scatter Plot button at o This will display the Scatter Plot window at 6

The first checked Trait Instance will be the X-value in the to-be-generated scatter plot. Multiple Trait
Instances can be plotted to the same plot by selecting multiple value instances. In the example above, the

value EH_CM was chosen first at o so it was automatically defined a the X-axis. The next value to be

chosen was the PH_CM at o

Once the desired Traits have been chosen, select the Continue button at G The scatter plot will be

generated and displayed as in o

2.8.3

Box Plot

Another graph that can be created is the Box Plot.

To begin creation of a box plot:
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Fig. 2.75: Box Plot Generation

Table 2.37: Generating Box Plots

Step Action

1 Select the Box Plot button at 6 This will display the Box Plot window at 6
The first checked Trait Instance will be the X-value in the to-be-generated box plot. Multiple Trait Instances
can be plotted to the same plot by selecting multiple value instances. In the example above, the value

EH_CM was chosen first at 0 so it was automatically defined a the X-axis. The next value to be chosen

was the PH_CM at o

3 Once the desired Traits have been chosen, select the Continue button at 6 The box plot will be

generated and displayed as in o
4 Outliers, mean and median can all be seen on plot and deactivated using the check boxes at the bottom of
the Box Plot window.

2.8.4 Field View

The Field View allows the user to have a top-down view of a grid which represents the plots of the experiment. The
following image details steps for opening Field View.

To open the Field View window:
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Fig. 2.76: Field View

Table 2.38: Opening the Field View Window

Step| Action

1 Select the Field View button at o and then choose the Field View option. This will open the window at

[2)

2 The user can select a Trait Instance to display at 6

3 By selecting specific plots as in the ones at o, the user will be displaying these plots in the Values panel

and the Curation Samples table as seen at e
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CHAPTER
THREE

KDXPLORE CURATION OVERVIEW

Topics covered in this section:

* KDXplore Curation Overview

— Main Curation Window

% Field Overview

3.1 Main Curation Window

Table 3.1: KDXplore Curation Window Components

0 Selecting in the HeatMap shows them in the Sam-
plesTable and vice-versa.

Selection of data points in a ScatterPlot or a region of
a BoxPlot will also select the corresponding rows in the
SamplesTable. This is done by clicking the mouse and
dragging in these tools.

9 The selected also show as coloured markers next to the
table’s scroll-bar.

¢

The Plot Type can be selected in the HeatMap and is
drawn with a “cross” overlay in the HeatMap.

o Inactive or “De-activated” are drawn with a diagonal
overlay in both the HeatMap and the SamplesTable (and
also the main FieldView).

You can hide the Inactive by using the “Hide Inactive
Plots” checkbox in the heading above the SamplesTable.

3.1.1 Field Overview

The Field Overview is activated using the icon in the top left corner of the FieldView.

The following table describes the different symbols which show the status of each Plot:
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Fig. 3.1: Curating Data Example

3.1. Main Curation Window
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Definition
blank No —
*( ) : @ @® Field Overview
>< Deactivated Anthesis B
. No Trait Instance selected
IEI Value is from Database

’ ' Not yet curated (click to see value)

Curated (click to see value)

© Curated value set as MISSING

Curated value set as NA

No measurements available

?or- Internal Error (please report)

Blue rectangle indicates the visible part of main FieldView

Blue shaded are those that were selected in the FieldView or Sam-
ple Table.

Click on a to show current value (the marked with red)

Double-click a to move FieldView to show that

The dropdown at the top of the Overview is the same as Trait drop-
down

In FieldView as changing it causes the “active” to be changed.
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CHAPTER
FOUR

KDXPLORE GENXPLORE

Topics covered in this section:

* KDXplore GenXplore

Getting Started
Connecting to Database
Searching for Genotypes
Genotype Table

x Making a new Germplasm list
Genotype Information

* Exporting to CSV

x Exporting to Helium
Genotype Genealogy Tree

x Changing Genealogy Tree Depth

x Genealogy Tree options
Genotype Cross Information
Genotype Trait Information
Cross Designer

* Rank and Expected Crosses

x Punnet Square Crosser

What To Do With Generated Progeny

4.1 Getting Started

GenXplore allows Specimen and Pedigree data to be explored for searched Genotypes. From GenXplore the database
can be queried on the basis of different search criteria for certain individuals (Genotypes).

After searching genotypes pedigree, detailed parentage information, cross information and phenotypic information
can be viewed.
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GenXplore is also aimed at cross design which can be performed after a list of individuals is created. When a cross is
designed in GenXplore the user will be warned if the cross has already been made.

i GenExplore

Tools Windows Help
Gy == o Welcome to Dwersoys Technology Genatype database. Click ©8 ta connect to a KDDart Database.

Discover Make Cr’nssesl e

Selected Entry:| lalias:
€  Filial Gen: 0% to 103/ |[[] Add to previous re Individual Name: Individual Id:

Entries Pedigree: Alias 1d:

3 i = | v 58] 6]

va

Genus: v

-Search By- | Select Operator ‘alue to search

Entryld  Name F Acronym  Note Also Kn...

| Genealogy Tree | Crosses Tralt Values|

©

,§<$ Please Select an Entry to see a Genealogy Tree

Results per page: 1005 & € |Page: Relative Depth Shown: 10/3|Naming: | Genotype Name ~ (Colour:  None ~ Size: None v

Fig. 4.1: Navigating to GenXplore from the Home Screen

Table 4.1: Tour of the GenXplore Window

Step| Action

o<i
O oA

-
N 1z3n

1 From the main KDXplore main window, select the GenXplore “€"EXPI°'® pytton to display the GenXplore
home screen.

2 The Search panel at o contains search controls at the top.

3 The Genotype Information panel is located on the right-hand side at area e The topmost fields become
populated when Genotypes are searched.

4 The tabs at e change the display from Genealogy Tree, Crosses and Trait Values.

5 The tab at area o is used to navigate to the Crossing panel which is illustrated in the next image.

4.2 Connecting to Database

When the laptop/pc has a network connection KDXplore can login to KDDart. Login requires:
¢ The URL for the database;

¢ A valid User Name and Password; and
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Discover Make Crosses
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Drag From List on Left or Tree Drag From List on Left or Tres

[¥IManual []Diallel []Half - Diallel ‘§<$ Pedigree Format: com.diversityarrays.kdxplore.ds urdyStr ~
¢ -

it a W
Name & Male Parent Z2Female Parent

Fedigree Already Made?

Cross Above to Create Child Enries

Populate From Ancestors

Fig. 4.2: GenXplore Crossing Panel

* The Group Name, if applicable.

The following image shows the GenXplore window and the login steps are described below:

% Genkx O X
Tools Windows Help
=) Welcome to Diversity Arrays Technology Genotype database. Click @& to connect to a KDDart Database.
4
Genus: | |p| Discover Make Crosses
-Search By- | Select Operator | value to search Selected Entry- alias:
€@  [riilGen:| 0210 102 |[JAdd to previous resuits| Q, Individual Name: Individual 1d:
Entries pedigree: lias 1d:
]
Entry Id Name F Acronym Note Also Known As o | ) | Ny ‘ «a W | = ‘ ‘
Genealogy Tree Crosses Trait Values
L
|£) KDDart Login X
v }‘ https://kddart-t.diversityarrays.com/dal/
8 tester
== (2]
LT PYS——
e
= #it %
i
Results per page: 1005 3 € Page: 15 > 0 found Relative Depth Shown: 1012 Naming: | Genotype Name ~ |colour: | Hone ~ Size: | None “

4.2. Connecting to Database
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Table 4.2: Connecting to a database

Step Action

1 To connect to a database in GenXplore click the button seen at 6

2 This will open a login dialog 6

3 Enter the database URL in the first field (or select from the drop down of previous database URLs), then the
username and password. Choose a login group (if applicable) from the fourth field drop down menu.

4 Select the login button 6 to login.

4.3 Searching for Genotypes

After a database connection is made Genotype searches can be performed as outlined next.

Vi =° o Welcome to Diversity
Maize

o

424856

[ ] Add to previous results |r

Acronym Note Also Knowg

Results per page: 10015 k € Page: 1= = 1 found

Searching Genotypes with GenXplore

Table 4.3: Searching for Genotypes

Step| Action

1 Select the genus to search for from the Genus drop down menu o This will populate with all genus’s
available when a database is connected.

2 Select the search criteria from the drop down menu 6

3 Select the search modifier for the criteria chosen from the drop down e In this example, there are no
other options so choose so the area is greyed out.

4 Enter the search term in the field at o Using the example, the search is for the genotype ID ‘424856°.

5 Filial generation of results shown can be adjusted at G

6 Once search parameters have been set, select the Search button or press Enter G

Searched results will be shown in the table below the search controls. This is explained in the following section.
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4.4 Genotype Table

All Genotypes can be searched in the Search panel. The instructions below demonstrate how to search for a Genotype
by Genotype ID.

Wy oo Welcome to Diversity
Genus: Maize L
Genotype ID ~ | Select Operator 424856
« Filial Gen: | 0% to 1005 []Add to previous results O‘
Entries

Entry Id Acronym Also Known As

Export Selected (.CSV)
Export All (CSV)

Remove From List

Collect For Seed Prep

1 1 T i 1 1 1 1
Results per page: 10015 k— € Page: 1= = 1 found

Fig. 4.3: Genxplore Genotype Table Showing Search Results

Table 4.4: Displaying Search Results

Step Action

1 The Search panel displays the search results. The columns appearing are user configurable with the default
display showing: Id, Name, Acronym, Note, Filial generation (F), and Alias (“Also known as”).

2 Navigation of search results is by Page using the controls in area e where the Results per page setting can
be adjusted.

3 Search results can be accumulated by selecting the Add to previous results checkbox at o

4 Selecting a search result e will display Genotype Information in the right panel. Selecting the search
result with the Right mouse button will reveal a menu as illustrated. Results may be removed from the

displayed table; selected rows can be exported to .CSV file; or collected to prepare for Seed Prep/Trial

Design (See Trial/Nursery Design in section SECTION NUMBER for more information).

4.4.1 Making a new Germplasm list

The GenXplore module has the ability to collate Genotypes into lists that can be created and edited by the user. These
lists allow for easier and more efficient analysis of specific Genotypes. The below instructions detail how to use search
results to create a new Germplasm list:
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e - [m] X
W s Help
oy == Welcome to Diversity Arrays Technology Genotype database. Click © to connect to a KDDart Database.
Genus: Wheat ~ : Discover JakeleTsscy
Pedigree | Contains v | KAUZ Selected Entry: 1 to ] X I
jial Gen: | 0/2] to 2 o previous resutts| ), idual Name: || T
| o el ool _tofi Qe moe cne] Q| || mostne: ] & | B [ T
Name " Acronym  Note Also Kno... Group Name # Specimens Created Updated
Genealogy Tree Cry z
|£) Enter De.. X
Test
Group for tesfng
Save Cancel
g§<$ Please
drop CSV files here| b I e (local) @
Name i} Breeding Method
GID:507 h| 507
GID:509 509
GID:528 528|
GID:544 544|
GID:558 558|
GID:606 606
e GID:619 slj
GID:633 633
GID:648 648
GID:652 652
o
Results per page: 1005 K- € Page: 15 = | 95found Relative Depth Shown: 10 %/ Naming: | Genotype Name ~ Colour:  None v Size: | None v
Fig. 4.4: Creating A New Germplasm List
Table 4.5: Creating A New Germplasm List
Step| Action
1 To create a new Germplasm list, select the Tools menu at o and choose the Entry List Editor option. This

will open up the Entry List Editor window.

2 Select entries such as the ones selected in 6 and click and drag the selected entries to the Entry List
Editor’s Specimen List panel in o

3 Select the Save button at 6 which will bring up the Enter Details window at 6
4 Enter the details and select Save to create a new Germplasm List.

Note: After a new list is prepared it, can be saved as a specimen group, used in Trial design (see SECTION
NUMBER) or exported.

4.5 Genotype Information

Genotype information for the selected search result, from the Genotype table is displayed in the fields at o in the
below image:

Viewing Genotype Information

4.5. Genotype Information 75



KDXplore Documentation, Release Beta 1.1.x

Discover Make Crosses

Selected Entry: \Alias: ]
Individual Name: Individual Id:
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o ) Yy «a W |

Genealogy Tree Crosses Trait Values

§'<$ Please Select an Entry to see a Genealogy Tree
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The Tool Bar, appears below the Genotype information fields which operate as follows:

Table 4.6: Buttons

Button Response

!
e

-(E-*' Genealogy Tree Build | Collects the parentage, cross and phenotypic data for the selected genotype.

Previous Navigate to the previous Genotype.
¥ .
Next Navigate to the next Genotype.
Clear Clears the selected entry.
.li -
- Export to Helium Exports or imports data with Helium.
i
Ll Export Exports data.

+

Expand Opens the Genotype Information panel in a separate window.

4.5.1 Exporting to CSV

The following steps will demonstrate how to export Genotype Information to a CSV:

Table 4.7: Exporting Genotype Parentage Information To CSV

Step | Action

Fa

L
1 Select the Collect Genotype Information button -(E-’ to collect information for the selected

genotype.
P

2 Next, select the CSV export/import button k===l and select the Export option.
3 Select the file location and select Save.

4.5.2 Exporting to Helium

The following steps will demonstrate how to export Genotype Information to Helium:
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Table 4.8: Exporting Genotype Parentage Information To Helium

Step | Action

o

1 Select the Collect Genotype Information button -(tj‘ to collect information for the selected
genotype.

2 Next select the Helium Export/Import button Q’ and select the “Export” option.
3 Select the file location then select Save. The subsequent file can then be opened in Helium for viewing.

4.6 Genotype Genealogy Tree

The GenXplore module can create a Genealogy Tree for any selected Genotype ID. The following instructions outline
how to do this:

%i GenExplore - [m] X
Tools Windows Help
Yy == Welcome to Diversity Arrays Technology Genotype database. Click ®@ to connect to a KDDart Database.
NE
Genus: Wheat | |y Discover Make Crosses
Genotype ID | Select Operator 424856 Selected Entry: GID:424856 Alias:
€3 [Filial Gen:| 0[5 |to 1013 [[] Add to previous results O‘ Individual Name: |GID:424856 Individual Id: 424856
B Pedigree: Alias 1d:
Q +
Entry Id MName F Acronym Note Also Kno... o |‘ 8 ) ¥y < b I_.H
424856 GID:424856 |0
Genealogy Tree Crosses Trait Values
Zoom
OFemale O last source [ radial
=
OMale  Oimmediate source  [] shapes |t |- Oz @sm=
~
e .
Gnams
g
01068
Oy =n
W10 G018
o D m=
A cosmn o A o
Q A 5Q o
A o = Weo:saa &
o o 0 o I 0,
A sosf oz W 2o cman A soms st A Txom
o) o3 m 0 o | o o}
A sooof oo A coosn A Mg o A Weo so cinsens .50 a7
Q Q@ o} o} | | ] ] Q
A cozmf cozem A cozmon some R cosm A Reoass A Reoara Aoz come A Rooses A Voo s R coss
o (o} o | o =} o o} © | e} | e} ©
couwe G0 GDZM ensm G0 GO GDE G0 GDAM cDSP  GDAE GO GDSY  GDAS
v
< >
Results per page: 100 5 e € Page; 13 = | 1found Relative Depth Shown: 10/5|Naming: | Genotype Name ~ (Colour: | None  Size: | None v

Fig. 4.5: Generating a Genealogy tree for selected genotype
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Table 4.9: Generating a Genealogy tree for selected genotype 1.1

Step Action

&

1 By selecting a Genotype from the Genotype table and selecting the H button at o, the panel below
will be populated with the Genealogy tree structure or ancestry of the selected genotype appearing in area

2 Undocking the panel, by selecting the

+

button seen in area 0, provides a closer view.

|£| Genealogy Tree — O X
-
O Female O last source (] Radiat
[o]
O Male C immediate source Shapes i @ Pan O choose
(4] A
O
A cnsms
o ez
GID:-13099
=0, =,
Paio: 1308 D125
Cr A [z O
I GiD2083 GIEe A GioizeEE (ks
O AL -~ [z . [
o G0t Pein:sem Wsin-3687 GO, GiD:12888 4
O O n o m [ 0 O
R cn-r0ssh sn0m Pz Gt  cnars 63t A e GIDA2687 67
O O m 0 il 0 m d 0} O 0!
A @D-1a0sdh @20 A\ Go2s71 Posicyane a4 R sez M cinse A ocinsn o cnsr Ah Gz A @Dz
O O O C Q) ] L] O () | O G [
M ciD:t2069 cD20m AN GD26e0a1 GiDamE SN G038 A Wenase D473 M oGD200t G418 Pisiovssea Piain-se Mocoaw  coamss A Wonam
G G G | ] O G G Cl O . o G O
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Fig. 4.6: Generating A Genealogy Tree For Selected Genotype
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Table 4.10: Generating a Genealogy tree for selected genotype 1.2

Step Action

3 Controls for the Genealogy tree can be seen in area o and area o The controls in area o have Zoom
control, whether to pan when dragged or select nodes, display the tree in radial format and save the tree to
.PNG file. The top controls also contain a legend for what the shape of Nodes in the tree represent, and the
colour. The shape of the nodes and the colour in this instance represent the known (or unknown) sex of the
nodes of the tree, when they were used to create progeny (also seen) in the tree.

4 Controls at the bottom of the panel seen in area o allow the user to set what criteria, size and colour
should be represented as. E.g. the size of each node in the tree could be representative of the # of crosses it

was involved in, or maybe how many ancestors it has (length of line). The controls in area e also contain
options for the naming of nodes, e.g. whether to display ID, name of genotype or acronym.

5 To the furthest left of the controls in 0 is a selector for what level of ancestry to show. In the instance
shown here the tree is very large. This can be reduced by only showing 5 generations (as seen below).

4.6.1 Changing Genealogy Tree Depth

The Genealogy Tree that is generated will automatically show 10 levels of depth. The image and steps below outline
how to change the depth of the tree.

|£| Genealogy Tree - O X
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O Male O immediate source Shapes ki - ®an
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i GID-161X i GID- 12687 A \GID-5691 A R 10908 L 10775 A GID-3873 GID:AT7 GID-WS ¥ iD-3885 A GID-2090 A GID-13085
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Fig. 4.7: Changing Genealogy Tree Depth
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Table 4.11: Changing Genealogy Tree Depth

Step| Action

1 Enter the desired amount of tree depth such as the level of ‘5’ as shown in o Nodes can also be selected
and dragged manually around the panel area.

2 Select the Choose option in e

4.6.2 Genealogy Tree options

Once genotypes are selected, Right-Clicking anywhere will present a number of options as seen below:

<

|£ | Genealogy Tree

sos et Export Selected (.CSV)

Relative Depth Shown 104 Naming: Genotype Name v Colour: | None ~ Size: | None ~

Zoom
OFemale O last source [JRadial

OMale  Cimmediate source [ ] shapes |

@

@ Pan O Choose

Add Selected to List

Collect For Seed Prep

Cross as Male

Cross as Female
Change Colour:

Blue

W Orange

Bl Vagenta
N e toRed
B siecktowhite
I Red to Green
[ GreenYellowOrange,Red
B 1 rainbow
I 8ok Brown, Red, Orange, Yellow
‘ Black, Brown, Red, Tan
.: Red, Orange, Yellow

Genealogy Tree Options

From the options the user can:

4.7

Export selected genotypes to .CSV format

Add selected Genotypes to the list in the genotype table

Collect genotypes for Trial/Nursery Design.

Cross Genotypes as Female (Automatically adds to crossing table - see section 12.)
Cross Genotypes as Male (Automatically adds to crossing table - see section 12.)

Change the colour scheme used for node rendered (When a numeric genotype info. is chosen for node colour,
the colour scheme used to display it is set here.)

Genotype Cross Information

The genealogical history of any Genotype crosses can be shown in the Cross Information panel as seen below:
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. o Crosses tab displays the overall cross information for the selected genotype.

Discover Make Crosses

Selected Entry: GID:31374
Individual Name: GID:31374

Alias:
Individual Id: 31374
Alias Id:

Pedigre
b\L*@g n A

a W |

[

|

Genealogy Treel Crosses |Tra\t Values

Total Crosses: [2
Descendants: Unknown
Breeding Method:

Back/Test Crosses: e

Ancestors:
Pedigree ID:

o

1

Crosses:

Child GID Parent One Parent Two Parent Type
505203275 |31374 |male
313753275 [31374 |male

Back/Test Crosses:

Child GID Parent One Parent Two Parent Type Level

Fig. 4.8: Cross Information Display For Genotype

. e Cross Information panel displays the overall cross information including total crosses and total back/test
crosses.

. 0 Crosses panel is a list of crosses that the selected genotype has been involved in. The resulting genotypes
(By name and ID) can also be seen here.

. o Back/Test Crosses panel is a list of back/test crosses for the selected genotype. Note that the Crosses panel
will not contain these entries.

4.8 Genotype Trait Information

Some Genotypes may have Trait information attached to them. To display the Trait information, the user will need to
search for, and select a Trait, and then follow the instructions below:

Table 4.12: Displaying Trait Information

Step| Action

1 To display phenotypic data for the selected genotype select the Trait Values tab in area o

2 The Traits and respective values for the selected genotype will display in area e Selections from this
table will display the Trait description in area .

3 Trial information for the selected Genotype will be visible from this screen also in the panel in area o

4.8. Genotype Trait Information
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Discover Make Crosses

Selected Entry: GID:31374 Alias:
Individual Name: |GID:31374 Individual 1d: 31374

Pedigree: Alias 1d:
0= v=

Genealogy Tree Crosses| Trait Values |
Entry Trait Values

Trait Name b Data Type Value

52 lected Trait Description

Entry Trials

Fig. 4.9: Genotype Trait Information

4.9 Cross Designer

The GenXplore module gives users the ability to design crosses between various Genotypes. After searching for,
and selecting Genotypes in the Search panel, Genotypes can be dragged into the Crossing panel. After selecting
Genotypes for crossing, the below instructions will demonstrate how to create the cross.

Table 4.13: Designing Crosses In GenXplore

Step Action

1 Navigate to the Make Crosses tab by selecting at o

2 The Genotypes selected for crossing can will be visible at area 9 and o after being dragged to those
locations. Genotypes to-be-crossed as female are displayed in the left table and male genotypes are in the
right table.

3 The &7{:'{?

names for subsequent intermediate child entries in the lower area o
4 Attempting a cross that has already been made will display a warning dialog that can be seen in the image

at o, when selected checks each cross has not been previously made and generate the

below. Crosses made previously will also display in the table in area .

4.9.1 Rank and Expected Crosses

The concept of Rank and expected crosses are that the genotypes chosen for crossing have an intended rank or impor-
tance.

For each parent genotype, crosses will be performed with each corresponding genotype of the opposite sex with the
same rank, if expected crosses is larger than 0. Expected crosses then corresponds to how many ranks below the
genotype will cross with genotypes of the corresponding sex.
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Discover]|

Order Entry Ranks For:

By | Ascending - ||Target Walue

o

EI Expected Crosses

a W v

Rank Name
1|GID: 186494

# Expected Crosses Rank

Name # Expected Crosses
1/GID:31374 | 0

0ssing.PurdyStrategy@47f1fcab

e

Crogs sbove to Create Child Entries

Name £ Male Parent

ZFemale Parent

Pedigree

Already Made?

Get Parents From Selected

Fig. 4.10: Designing Crosses In GenXplore

Duplicate Crosses

L\ The Crosses attempted contains some Crosses Previously Made
o

X

Fig. 4.11: Duplicate Crosses

4.9. Cross Designer

84



KDXplore Documentation, Release Beta 1.1.x

For a less advanced crossing setup see the following section.

Discover Make Crosses
Order Entry Ranks For: |Trait Value | By |Ascending - | Target Yalue e ‘°
| S - ypected Crosses I[ | @ | b
g Pare T Male Parent Entries
Rank Name # Expected Crosses Rank Name # Expected Crosses
ID 1/GID:644 5|
2|GID:498979 4 2|GID:5465 2
3|GID:12164 3 3|GID:186494 3
4|GID:48468 pl 4|GID:5465 2
5/GID:4684 1] 5|GID:31374 1]

o

[]Manual [ Diallel Half - Diallel

Pedigree Format: com.diversityarrays.kdxplore.demoapp.crossing.PurdyStrategy@47f1fcab

& | e i
Name £ Male Parent SFemale Parent Pedigree Already Made?
! GID:644 GID:213654 GID:213654/GID: 644 NO

! GID:644 GID:498979 GID:498979/GID: 644 NO

! GID:644 GID:12164 GID:12164/GID:644 NO

! GID:644 GID:48468 GID:48468/GID:644 NO

! GID:644 GID:4684 GID:4684/GID:644 NO

! GID:5465 GID:213654 GID:213654/GID:5465 NO

! GID:5465 GID:498979 GID:498979/GID:5465 NO

! GID:186494 GID:498979 GID:498979/GID: 186494 NO

! GID:186494 GID:12164 GID:12164/GID:186494 NO

! GID:186494 GID:213654 GID:213654/GID:186494 NO

! GID:31374 GID:213654 GID:213654/GID:31374 NO

! GID:5465 GID:12164 GID:12164/GID:5465 NO

Get Parents From Selected

Fig. 4.12: Rank and Expected Crosses Cross Designer

Table 4.14: Rank and Expected Crosses Cross Designer

Step| Action

1 Rank of genotypes for crossing can be adjusted by selecting a genotype in either parent list and using the
arrows seen in area .

2 Expected crosses for genotypes can be adjusted by selecting a genotype in either parent list and entering
the expected crosses values in area .

3 Preset values for Diallel and Half-Diallel can be set by selecting the check boxes in area 6

S<i o
4 Once parameters are set, the 4 seen in area can be selected to perform the crosses.
4.9.2 Punnet Square Crosser

The Punnet View allows the users to cross Genotypes but has a simpler display to choose male and females to cross.
The below instructions outline how to use this view.

4.9. Cross Designer
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Discover Make Crosses
Order Entry Ranks For: | Trait Value V‘ By |Ascending | Target Yalue e ﬁ
+ + ypected Crosses \L“@
] Pa
Rank Name # Expected Crosses Rank Name # Expected Crosses
1/GID:644 5
2|GID:498979 4 2|GID:5465 2
l 3|GID:12164 3 3|GID:186494 3
l 4|GID:48468 2] 4|GID:5465 2
‘ 5|GID:4684 1 5|GID:31374 1]
[ ] Manual [] Diallel i ‘Pedigree Format: com.diversityarray: d -ossing.PurdyStrategy@47fifcab V|
& N
Name 2 Male Parent SFemale Parent Pedigree Already Made?
! GID:644 GID:213654 GID:213654/GID:644 NO
' GID:644 GID:498979 GID:498979/GID: 644 NO
! GID:644 GID:12164/GID:644 NO
' GID:644 GID:48468/GID:644 NO
' GID:644 GID:4684 GID:4684/GID: 644 NO
! GID:5465 GID:213654 GID:213654/GID:5465 NO
' GID:5465 GID:498979 GID:498979/GID:5465 NO
! GID:186494 GID:498979/GID: 186494 NO
' GID:186494 GID:12164 GID:12164/GID:186494 NO
' GID:186494 GID:213654 GID:213654/GID: 186494 NO
! GID:31374 GID:213654 GID:213654/GID:31374 NO
' GID:5465 GID:12164 GID:12164/GID:5465 NO

Get Parents From Selected

Fig. 4.13: Punnet Square Crosser

4.9. Cross Designer
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Table 4.15: Crossing with Punnet View

Step Action

1 Selecting the button with the T button seen in area o of the crossing panel will open the Cross Editor

window at 9

2 Inside this dialog seen in area o are the selected genotypes for crossing. X-axis is female entries. Y-axis
is Male entries. By selecting cells in this matrix, you are selecting crosses to be performed.

3 In area o the options for including a back cross and test cross can be checked.

4 Once crosses have been designed, the Cross button seen in area 0 can be selected to perform the crosses.

4.10 What To Do With Generated Progeny

Generated progeny can be used in Trial/Nursery design (See ** Trial/Nursery Design ** chapter). Progeny acsesions
are then performed in Harvest (See ** Harvest ** chaper).
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CHAPTER
FIVE

KDXPLORE HARVEST

Note: This Module Is In Alpha

Topics covered in this section:

* KDXplore Harvest
— Overview
* Aims

x Advantages

% General Workflow - Nursery Harvest

5.1 Overview

5.1.1 Aims

The Harvest module in KDXplore helps to facilitate the harvest process in Nursery Trials. It aims to do this with as
little impact to an organisation’s workflow as possible.

5.1.2 Advantages

Some advantages of the Harvest module/plugin are the:

* Ability to work offline facilitates use in the field or storehouse, only requiring an Internet connection for the
final upload step;

* Agnostic to organism;

* Agnostic to units of measurement;

* Flexibly designed to fit on top of or supplement an organisation’s previous harvest workflow;

» Allows potentially inexperienced users to direct the process safely;

* Adds a layer of digital book keeping to previously defined harvest work flows;

¢ Easily select naming conventions from a customisable list for newly created Specimen/Genotypes; and

* Attempts to automatically generate Pedigree’s from KDDart’s genealogy data, which are then editable.
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" Harvest Wizard

2Create New Specimens Step.

Preferences

Fig. 5.1: Starting screen of the Harvest wizard

5.1.3 General Workflow - Nursery Harvest

Table 5.1: Nursery Harvest Workflow

Step Description

Field Item Retrieval Defining which Plots/Specimens were harvested (with KDSmart).

Naming and Coding Applying customisable ontology conventions to new Specimen/Genotypes and
Pedigree’s.

Generating new Creating new associated Genotype DB Items with newly generated Pedigree’s.

Genotypes

Item Transferral Weighing/measuring the harvested material (for inventory), supplemented by the
device server tool.

Storage Validation Validating where the harvest material will be sent, and allocating it there in KDDart.

KDDart upload Uploading all changes to KDDart, setting the Trial to ‘Harvested’. Checks for conflicts
before this
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CHAPTER
SIX

KDXPLORE INVENTORY

Note: This Module Is In Alpha

Topics covered in this section:

* KDXplore Inventory
— Overview
* Aims

x Advantages

* General Workflow

6.1 Overview

6.1.1 Aims

The KDXplore Inventory module provides users with a means to locate and quantify items or germplasm which
represent planting or harvest material - e.g. a seed bag.

This can be performed by exploring the relationship between Genotype, Specimen and Items in KDDart. For example,
the user (knowing a Genotype ID) can query KDDart for all associated Specimens, then view the associated material
that is available in storage.

6.1.2 Advantages

Inventory functionality contained within KDXplore has the following main design features:

* Ability to assist with checking if a number of germplasm (which might be planned to use in a Trial) have
sufficient material for planting.

* Ability to explore associated Specimens for a Genotype object in KDDart.

* Find the storage location(s) of certain material for a Specimen or Genotype.
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wwwww

Fig. 6.1: Inventory Utility search screen

6.1.3 General Workflow

Table 6.1: General Inventory Workflow

Step Description
| Enter the Genotype or Specimen Id
) Choose from the selection list the available materials to
) view
Query and present in a tabular form Item data, and Stor-
3. .
age data for selected entities.
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CHAPTER
SEVEN

KDXPLORE PREFERENCES

Topics covered in this section:

* KDXplore Preferences
— KDXplore Preferences
% Preferences Layout
* Resetting to Default

— Offline Database Manager

*

Exploring Offline Databases

*

Refresh Downloaded Data
Clear Offline Cache Files

*

Backup Database

*

7.1 KDXplore Preferences

KDXplore preferences appear contextually throughout the general user interface of KDXplore in each module. For
instance the preference for what constitutes a “low” seed-bag in the Seed Preparation module can be easily set from
the first step of Seed Preparation. Although, as this is a KDXplore preference it can also be adjusted from the main
preferences menu.

1. The main preferences window can be accessed from anywhere in KDXplore by selecting the main “File” menu

and then the Preferences : : option appearing at the:
* Top of screen on Mac; or

» Top of KDXplore window frame on Windows.

Navigating to the preferences menu

2. Selecting the option seen in o in the above image will open the window seen below.

The Preferences Window
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%1 KDXplore v1.1.10c (KDX-Beta)
File Tools Windows Help
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7.1.1 Preferences Layout

KDXplore preferences are organised in a hierarchy, where preferences are grouped based on module such as “Seed
Preparation”, then further grouped based on subsections, such as “User Interface”.

| ¥ KDXplore Preferences - [m] X
Freferences Colour when Trait is invalid for CALC Reset
(= | KDXplore
Applications Swatches HSV HSL RGB CMYK
Trial Defaults
BARCODES

Input Output
_ User Interface
Trial Design

Manual Design
Algorithm

[+, Trial Manager Recent
2| Traits
# Show Warning When Editing Traits
.
IMPORT
Export

| SeedPrep & Harvest
Seed Preparation
Harvest Processing
(=1 | Barcode

Printing

-

B

Preview

Fig. 7.1: Preferences Window
1. Selecting the arrow next to a preference group as seen in o will expand the group. Alternatively, double
clicking will perform the same action.

2. Sub groups applicable to a module are now visible. Selecting a sub group as seen in e displays the preferences

within that subgroup as seen in 0

%i KDXplore Preferences - [m] X

Freferences ser Interface
B, KDXplare
Applications
[ Trial Defaults
BARCODES
Input Output
M User Interface
® Size of Split Pane Divider
® Max character per line for tooftip
i ® Colour for 0dd numbered Table Rows
‘- @ Close KDXplore without confirming
1 Trial Design

m;g‘;il"?‘es‘gﬂ Size of Split Pane Divider 15
=1 Trial Manager Max character per line for tooltip 60
&0 :rmstiuw Warning When Editing Traits Colour for Odd numbered Table Rous|
‘;IP%“R‘“T”’ when Trait is invalid for CALC Close KDXplore without confirming [ true
Export

Tips
(| SeedPrep & Harvest
Seed Preparation
Harvest Processing
(= | Barcode
Frinting

Preference Subgroup Display

3. Further expanding the subgroup structure will present the preferences themselves. Selecting a preference as

seen below in o will show controls in e for altering the selected preference. In the example below a colour
preference has been selected.
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vi KDXplore Preferences - [m] X
Preferences (Colour for 0dd numbered Table Rows | Reset
1, kDXplare
Applications Swatches HSV HSL RGB CMYK

Trial Defaults

BARCODES

# Close KDxplore without confirming
1 Trial Design
Manual Design
Algorithm
=+ Trial Manager
Traits
® Show Warning When Editing Traits
“-® Colour when Trait is invalid for CALC
IMPORT
Export
Tips
)| SeedPrep & Harvest
Seed Preparation
Harvest Processing
(= Barcode
Printing

i

-

-

Input Output
[ User Interface
i ize of Split Pane Divider

Preview

D Sample Text Sample Text

v

Fig. 7.2: Editing a Preference in KDXplore

7.1.2 Resetting to Default

1. Preferences in KDXplore can be reset to default by selecting the “Reset” button seen in o in the main KDX-
plore preferences window.

%1 KDXplore Preferences

Preferances
B} KDXplore
Applications
Trial Defaults
BARCODES
Input Output
=) User Interface
- # Size of Split Pane Divider
#® Max character per line for tooltip
# Colour for Odd numbered Table Rous
‘- @ Close KDXplore without confirming

£+ | Trial Design
Manual Design
Algorithm
-1 | Trial Manager
. Traits
i~ Show Warning When Editing Traits
Ce

IMPORT

Export

Tips
| | SeedPrep & Harvest
Seed Preparation
Harvest Processing
| Barcode

Printing

il

-

R

[Colour when Trait is invalid for CALC o Reset
Swatches HSV HSL RGB CMYK

Preview

O Bl m 5ol Tot sample Text .
. L . Sample Text Sample Text

v

U|

Fig. 7.3: Resetting All Preferences to Default

7.2 Offline Database Manager

KDXplore is capable of housing multiple different offline databases simultaneously. Every time KDXplore is con-
nected to a new online Database a prompt will display requesting to create a new offline database to manage that
connection in isolation. This simplifies managing multiple large datasets or online connections.

images/PrefgrencesExtras/PreferencesImage’.png

Fig. 7.4: New Database Connection Dialog

7.2. Offline Database Manager

95



KDXplore Documentation, Release Beta 1.1.x

1. To explore the offline databases available in KDXplore navigate to the main “Trial Manager” window and select
the button with the KDXplore symbol seen below in .
2. The displayed window lists the available databases in KDXplore. By selecting one and choosing the “Make

Current” button seen in 0 users can switch between offline databases.

3. An option is also presented here in o to delete the selected database entirely.

Fig. 7.5: Opening The Offline Database Manager

7.2.1 Exploring Offline Databases

In KDXplore offline data in any number of offline databases can be seen and explored.
1. By navigating to the Offline Database Manager as seen in the previous section, selecting a database and clicking
the “View” button seen in o

2. A dialog will open with the offline database explorer as seen below in area 2.
3. In 0 the selected database URL (for online connection) and User name can be seen.

4. In area o tabs are organised into groups. By selecting a tab, such as “Item-Related” the panel below in area 4.
is populated with expandable panel containing the data.

5. In o a list of “General Units” or units of measurement that are currently in the offline database can be seen.

6. In 0 all downloaded trials can be seen. By selecting the tab label “Traits™ at the top of 0 all traits in the
offline database can be seen.

7.2.2 Refresh Downloaded Data

When KDXplore is connected to KDDart for the first organisational data relating to vocabulary, units of measurement,
items etc. is downloaded and stored for later use as context in KDXplore. This data can be refreshed at any time.
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1. To refresh downloaded data from a KDDart database, navigate to the main offline database explorer (as seen in the
previous section). Whilst the offline database explorer window is open an additional main menu will be presented for

KDXplore labeled “Data” as seen in o 3. Selecting this menu will present a drop down where the option “Refresh

from Database” can be selected as seen in e

Data 1.

Refresh from Database
Delete Trial Cache

Fig. 7.7: Refreshing Downloaded Offline Data

7.2.3 Clear Offline Cache Files

Performing some download actions in KDXplore will add additional cache isolated from the offline database. This
seclusion is sometimes necessary to simplify complex relationships between multiple objects within KDXplore. This
cache can be cleared (deleted permanently) at any time.

1. To delete cached Trial data navigate to the main offline database explorer (as seen in the previous section). Whilst
the offline database explorer window is open an additional main menu will be presented for KDXplore labeled “Data”

as seen in o 3. Selecting this menu will present a drop down where the option “Delete Trial Cache” can be selected

as seen in 9

Data

Refresh from Database
1) Delete Trial Cache

Fig. 7.8: Deleting Trial Cache in KDXplore

7.2.4 Backup Database

Tip: In KDXplore back up of the offline database can be performed at any time. Although there is no danger of
KDXplore loosing data integrity, it is always recommended that database backup be stored on an alternative machine
or backup medium.

1. Navigate to the “Check for Updates” menu in KDXplore as seen in the Update section of the first chapter of
KDXplore’s help.

2. Select the “Backup Database” option to save the any of the offline databases.

3. A dialog will open as seen in o where the databases intended for backup can be selected. The file location of
the backup can also be set here.
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[ NON Backup KDXplore Database

Backup Folder: [Users/alexs | Choose Directory |_

() KDX () ZIP of CSVs

Trial Device # Samples Operator DataSet ID | Status
maize-wit... Database 828 alexs 608
wheat-wit... Database 700 alexs 609

| Close | | Backup Database |

Fig. 7.9: Backing up the offline databases in KDXplore
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CHAPTER
EIGHT

KDXPLORE SEED PREPARATION

Note: This Module Is In Alpha

Topics covered in this section:

* KDXplore Seed Preparation
— Introduction

x Wizard

*

Step 1 - Item Retrieval

*

Step 2 - Item Transferral

%

Step 3 - Item Validation Step
Step 4 - KDDart Upload Step

*

To start Seed Preparation, from the KDXplore Trial Manager window, select a Trial to work with then the Seed
7
an

Preparation button . This will display the Seed Preparation Wizard.

Fig. 8.1: Item Retrieval Step in Seed Preparation
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8.1 Introduction

Seed Preparation functionality contained within KDXplore has the following main design features:
* Agnostic in regards to the units of measurement;
* Designed to be a generic tool sitting above your existing organisation work flows for planting trials/experiments;
* Provide a flexible structure to assist, not hinder, in reducing errors when preparing for planting;
* Designed for use with devices such as barcode scanners and weighing tools (i.e. bluetooth scales);
 Provide a wizard for preparing planting materials for trials/experiments; and
* Facilitate less experienced operators by reducing the reliance on memory of the process.
The Seed Preparation workflow in KDXplore is divided into four main steps which are:
1. Item Retrieval;
2. Item Transferral;
3. Item Validation; and
4. KDDart Upload.

These are described in detail in following sections.

8.1.1 Wizard

7
an

To display the wizard, in Trial Manager select a Trial, then select the Seed Preparation button

The wizard displays the four steps of Seed Preparation which can be displayed or hidden by selecting each step
heading. These provide a brief description and basic example for each step.

Navigation  through  the  wizard is  performed by the Next and Previous  buttons
- Hexth Last Lance! located at the foot of
the window.
Wizard Preferences are displayed above these buttons which include:
e Warn if Item amount below nn (i.e. ‘20’ which could be grams, seeds, kernels, etc.);
* Display Progress: Step/Total/None;
* Automatically allocate Destination Items to Plots;
* Barcodes are available for Source Items;

e Barcodes are available for Destination Items; and

* Skip this step next time.

8.1.2 Step 1 - ltem Retrieval

The Item Retrieval Step is where known Source Items are chosen for the specimens in your Trial. In this step you can
see the currently selected Specimens for planting in each plot. The available Items and Item amounts for each of these
Specimens can also be seen. Items can be refreshed and Specimens changed at any point in this step if required.
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Source items chosen for each Specimen in this step will be transferred in the next step for planting. A potential guide
to follow is:

1. Review Plot Specimens

2. Review Source Items for each Specimen
3. Select Source Items for each Specimen
4. Proceed to the next step

To complete: Choose a Source Item for each Specimen shown in the left Table.

8.1.3 Step 2 - ltem Transferral

Item Transferal Step is where the Source Items selected Previously are Weighed into more manageable amounts and
placed in new containers for Planting (e.g. Envelopes)

These Resulting new Items are referred to as Destination Items

Destination Items can be created by Merging, Splitting, or just simply Transferring Source Items chosen in the previous
step.”

Destination Items created for each Specimen in this step will be Validated to their Plot in the next step for planting.
A potential guide to follow in this process is:

* Review Source Items (These should have been retrieved from storage);

¢ Transfer some amount of Source Items to new Container;

* Weight new container (Destination Item);

* Repeat for each Source Item selected in previous step

* Proceed to the next step;

To Complete: Create a new Destination Item for planting for each Specimen from Source Items previously chosen.

8.1.4 Step 3 - ltem Validation Step
The Item Validation Step is where the barcodes for the destination item created in step two are printed and placed with
their respective Planting container and the Trial unit’s barcode.

When this is completed the Barcodes for the destination item and respective Trial units are scanned in sequence to
validate the container for planting. Barcoded containers are packaged and validated in this step for planting.

A potential guide to follow in this process is:
1. Choose how your Trial is traversed (This will change the planting order);
2. Scan the destination item’s barcode for the first destination item in the list;
3. Scan that destination items respective barcode;
4. Place both barcodes with the destination items;
5. Repeat for each Trial unit in your Trial; and
6. Proceed to the next step.

To complete: Scan the destination item barcodes followed by respective Trial unit Barcodes in the chosen order for all
Trial units.
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8.1.5 Step 4 - KDDart Upload Step
In this workflow step the changes or actions performed in previous steps are visibile for review before being uploaded
to your KDDart database. These are the:

¢ Items chosen for planting;

¢ Items created;

* Item amounts remaining; and

¢ Item location or item status.
Changes that occurred in previous steps can be double checked before they are pushed to KDDart for planting.
A potential guide to follow in this process is:

* Review Trial unit Specimens were planted correctly;

* Review that the Source item amounts remaining for each Specimen are correct; and

* Review any Location or status changes to Items are correct (missing/destroyed/NA).

Review all changes made and update/upload changes to Kddart by selecting the update button.
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CHAPTER
NINE

KDXPLORE TRIAL AND NURSERY DESIGN

Note: This Module Is In Alpha

Topics covered in this section:

* KDXplore Trial and Nursery Design
— Overview
* Aims
x Advantages
* General Workflow
- Manual Design

- Algorithmic Driven Design

9.1 Overview

9.1.1 Aims

The KDXplore’s Trial Design module assists users with designing the physical layout and placement of germplasm
within a field.

It was specifically designed to cater for multiplicity between Site, Trial and Trial Replicates.

The outcome of using Trial Design will be designs that encompass multiple experiments, with multiple replicates and
each or all of which can be at multiple locations.

9.1.2 Advantages

Trial/Nursery Design functionality within KDXplore has the following main design features:

* An easy to use single interface for the placement of multiple experiments, with N replicates at multiple, different
Sites

* Agnostic to Organism type
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* Germplasm lists can be imported and combined from file or KDDart. They can then be edited allowing better
visibility and control over what will be planted in what experiments

* The Trial Design module in KDXplore offers two ways of designing your trial; 1. Algorithmic Driven design or
2. Manual design

* Algorithmic driven design, allows the user to select from range of experimental design methods (Randomised
Complete Block, Latin Square etc.) and process the design with one click, using the provided list of germplasm

» Algorithms presented are of a plugin format, easily replicated and the list presented by KDXplore is designed
to be appended or edited by users

e Manual design allows the user to have more control over a field, built for breeders and scientists that have
non-generic layouts designs in mind or are unable to apply a standard algorithmic design.

* Can be used to allocate plots around field obstructions according to the users wishes.
» Customisable placememt of spatial variation checks.

* Overlays for easy visualisation of Trial components, e.g. the different replicates

* Customisable randomisation option.

* Easily user extendable plot types allowing easy distinction between what is planted (Field Variation Check,
Genetic check, Filler plot, Do-not-plant etc.)

Fig. 9.2: Manual Control Design
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9.1.3 General Workflow

Manual Design

Fig. 9.3: Building the Field Layout

Table 9.1: Manual Design

Step Description
| Defining Trial Size layout parameters (e.g. plot length,
) Alley length...) so calculate available plots inside of
available fields.
Importing from file and KDDart germplasm lists and
2. . o .
defining them as individual experiments.
3 Selecting the number of replicates for each experiment.
: For the selected Sites or all at once (Fields where the
experiments will be placed):
4 Place spatial variation checks (optional).
5 Customise block options.
6 Customise randomisation options.
- Place filler or do-not-plant plots (optional).
g Allocate germplasm with single click according to pa-
’ rameters.
9 Edit the resultant Trial layout (optional).
10 Save the Trial and export to CSV for planting.

9.1. Overview
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Algorithmic Driven Design

Table 9.2: Algorithmic Driven Design

Step Description

| Importing from file and KDDart germplasm lists and
) defining them as individual experiments.

) Select algorithm from list in KDXplore, potentially
) reading the also availabel documentation (in KDX-

plore).

3 Install any depencies (instructions given through KDX-
) plore - only if using for the first time)

4 Enter parameters for the algortihm.

5 Save the resultant layout or export to CSV for planting.
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